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<160> 21 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3045 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gaatgtccaa atcacacagt ttctttggtt atcccctgag catcttcttc atcgtggtca 
atgagttttg cgaaagattt tcctactatg gaatgcgagc aatcctgatt ctgtacttca 
caaatttcat cagctgggat gataacctgt ccaccgccat ctaccatacg tttgtggctc 
tgtgctacct gacgccaatt ctcggagctc ttatcgccga ctcgtggctg ggaaagttca 
agaccattgt gtcgctctcc attgtctaca caattggaca agcagtcacc tcagtaagct 
ccattaatga cctcacagac cacaaccatg atggcacccc cgacagcctt cctgtgcacg 
tggtgctgtc cttgatcggc ctggccctga tagctctcgg gactggagga atcaaaccct 
gtgtgtctgc gtttggtgga gatcagtttg aagagggcca ggagaaacaa agaaacagat 
ttttttccat cttttacttg gctattaatg ctggaagttt gctttccaca atcatcacac 
ccatgctcag agttcaacaa tgtggaattc acagtaaaca agcttgttac ccactggcct 
ttggggttcc tgctgctctc atggctgtag ccctgattgt gtttgtcctt ggcagtggga 
tgtacaagaa gttcaagcca cagggcaaca tcatgggtaa agtggccaag tgcatcggtt 
ttgccatcaa aaatagattt aggcatcgga gtaaggcatt tcccaagagg gagcactggc 
tggactgggc taaagagaaa tacgatgagc ggctcatctc ccaaattaag atggttacga 
gggtgatgtt cctgtatatt ccactcccaa tgttctgggc cttgtttgac cagcagggct 
ccaggtggac actgcaggca acaactatgt ccgggaaaat cggagctctt gaaattcagc 
ccgatcagat gcagaccgtg aacgccatcc tgatcgtgat catggtcccg atcttcgatg 
ctgtgctgta ccctctcatt gcaaaatgtg gcttcaattt cacctccttg aagaagatgg 
cagttggcat ggtcctggcc tccatggcct ttgtggtggc tgccatcgtg caggtggaaa 
tcgataaaac tcttccagtc ttccccaaag gaaacgaagt ccaaattaaa gttttgaata 
taggaaacaa taccatgaat atatctcttc ctggagagat ggtgacactt ggcccaatgt 
ctcaaacaaa tgcatttatg acttttgatg taaacaaact gacaaggata aacatttctt 
ctcctggatc accagtcact gctgtaactg acgacttcaa gcagggccaa cgccacacgc 
ttctagtgtg ggcccccaat cactaccagg tggtaaagga tggtcttaac cagaagccag 
aaaaagggga aaatggaatc agatttgtaa atacttttaa cgagctcatc accatcacaa 
tgagtgggaa agtttatgca aacatcagca gctacaatgc cagcacatac cagttttttc 
cttctggcat aaaaggcttc acaataagct caacagagat tccgccacaa tgtcaaccta 
atttcaatac tttctacctt gaatttggta gtgcttatac ctatatagtc caaaggaaga 
atgacagctg ccctgaagtg aaggtgtttg aagatatttc agccaacaca gttaacatgg 
ctctgcaaat cccgcagtat tttcttctca cctgtggcga agtggtcttc tctgtcacgg 
gattggaatt ctcatattct caggctcctt ccaacatgaa gtcggtgctt caggcaggat 
ggctgctgac cgtggctgtt ggcaacatca ttgtgctcat cgtggcaggg gcaggccagt 
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tcagcaaaca gtgggccgag tacattctat ttgccgcgtt gcttctggtc gtctgtgtaa 1980 

tttttgccat catggctcgg ttctatactt acatcaaccc agcggagatc gaagctcaat 2 040 

ttgatgagga tgaaaagaaa aacagactgg aaaagagtaa cccatatttc atgtcagggg 2100 

ccaattcaca gaaacagatg tgaaggtcag gaggcaagtg gaggatggac tgggcccgca 2160 

gatgccctga cctctgcccc caggtagcag gacactccat tggatggccc ctgatgagga 2220 

agacttcaga attgggaact aaaccatgaa tgctattttc ttttttcttt ttcttttctt 2280 

tttttttttt tttttttttt tgagacagag ttttgctctt gttgtccagg ctggagtgca 2340 

atggcacgat ctcagctcac tgcaacctcc gcctcccagg ttcaagtaat tctcctgcct 2400 

cagcctcccg agtggctggg attagcggca tgcaccacca cgcccagcta tttttgtatt 2460 

tttagtagag atggggtttc accatgttgg ccaggatggt ctcgatctct tgacctggtg 2520 

atctgcccac ctcggcctgc caaagtgctg ggattacagg cttgagctac cgcgcccggc 2580 

cgtgaacgct attttctaag cagccagcag tgaatctaaa actctggaag aagtcttctg 2640 

tttgaaaggc ttatttaagc cacacgtaca cacactgtct tagagtactg tgagcccacc 2700 

ccacattggt catcttccct atcacacaaa tgatgttatt ttggactagc ttaattttga 2760 

aatggtaaca aagtttccta ttccatactg ttcatttcta atactcttac gaaaactatt 2820 

ctaaaggagg caggagccaa ggccaaaagt gaacgtacag gtttgaaatg gctgtgataa 2880 

ggaccagctg gtattaactg ataactttac ctttgggttt ttgttatttt gtttttctag 2940 

tccctacctg tgtttaaatt atggataact cgaaagacag ctcaggtgaa ggccagtaat 3000 

gatttttttg aagtttcaat ggtgtgaaat aaatttctgt tctta 3 045 

<210> 2 
<211> 2829 
<212> DNA 
<213> Ovis aries 
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gaaacaacat ctttagcacg gattcctccc acctggactc ctcgctcgcc agtcgcaggg 
agccctcgga gccgccagca tgggaatgtc cgtgccgaag agctgcttcg gttacccctt 
2 aagcatcttc ttcatcgtgg tcaatgagtt ctgcgaaagg ttctcttact atggaatgag 

+• agcactcctg atcctgtact tccaacgttt cctgggctgg aacgacaacc tgggcaccgc 240 

Q catctatcac acgttcgtcg ccctgtgcta cctgacgccc atcctcggag ctctcatcgc 300 

HI cgactcctgg ctggggaagt tcaagacgat cgtgtcgctg tccatcgtct acaccattgg 360 

s gcaggtagtc atcgctgtga gctcaattaa tgacctcact gacttcaacc atgatggaac 42 0 

n cccaaacaat atttctgtgc acgtggcact ctccatgatt ggcctggtcc tgatagctct 480 

y gggtaccgga gggataaagc cttgcgtgtc tgcatttggc ggagatcagt ttgaagaggg 54 0 

ccaggaaaag caaaggaaca gatttttttc catcttttat ttggccatta atgctggaag 600 

tttgctttct actatcatca cccccatgct cagagttcag gtatgcggaa ttcacagtaa 660 

gcaagcttgt taccccctgg cctttggggt tcctgctgca ctcatggctg tatctctgat 720 

cgtgtttgtc attggcagtg gaatgtacaa gaaggtccag ccccagggta acatcatgtc 780 
taaagttgcc aggtgcattg ggtttgccat caaaaatagg attagccatc ggagtaagaa 
atttcctaag agggagcact ggctggactg ggctagcgag aaatatgatg agcggctcat 
ctctcaaatt aagatggtta caagggtgat gttcctgtac attcctctcc ccatgttctg 

ggccttgttt gatcagcagg gctccaggtg gacactgcaa gcaacgacca tgagtgggaa 102 0 

gattggaatc attgaaatcc agccggatca gatgcagacg gtgaacgcca tcctgatcgt 1080 

cgtcatggtc cccatcgtgg atgccgtggt atatcctctg atcgcaaagt gtggtttaaa 1140 

tttcacctcc ctgaagaaga tgaccgtcgg catgtttctg gcctccatgg ctttcgtggc 1200 

agctgccatc gtgcaggtgg acattgacaa aactctgccc gtcttcccca aaggaaatga 1260 

agtccaaatc aaagtcctga atataggaaa taatagcatg accgtgtctt ttcccggaac 132 0 

gacagtgaca tgtgaccaga tgtctcaaac aaacggattt ctgactttca acgtagacaa 13 80 

cctaagtata aacatttctt ctactggaac accagtcact ccagtaactc ataactttga 1440 

gtccggccat cgccataccc ttctcgtctg ggccccaagt aactaccaag tggtaaaaga 1500 

tggccttaac cagaagccag aaaaagggag aaatggaatc agattcgtta atgcttttgg 156 0 

cgagagcttc ggcgtcacaa tggatgggga agtttacaac aatgtctccg gtcacaatgc 162 0 

cagtgaatat ctttttttct cttctggcgt aaagagcttc acaataaact caccagagat 1680 

ttcacaacag tgtgaaaaac agttcaaaac atcctacctt gaatttggta gtgcgtttac 1740 

ctatgtaatc agcagaaaga gtgacggttg ccccgaacca aagattttcg aagacatctc 1800 

ccccaacaca gtcagcatgg ctctgcagat cccccagtac ttcctcctca cctgtggcga 1860 

ggtggtcttc tccatcaccg gcctggagtt ctcctattct caggctcctt ccaacatgaa 1920 
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gtcggtactt caggcaggat ggctgttgac cgtggccgtt ggcaacatca tcgtgcttat 
tgtggcagga gcaggccagt tcagtgaaca gtgggccgag tacgttctgt ttgcggcatt 
gcttctggtc gtctgcataa tatttgccat catggctcga ttctatacgt atgtcaaccc 
cgcagagatt gaagctcagt ttgatgagga tgacaaggag gatgacctgg aaaagagtaa 
cccatacgcc aagctggact tcgtctcaca gacacaaatg tgaatgtcag gaagcaagcg 
gacgcggggc tgggccaggg tgtgcccagg ggtctgtccc atgggggcag gacactctgt 
tgggtggcct ctgatgggga agacttcaga actgtggacc aaaccaagac agctgctttc 
tcagcagccg gcaatgaacc tgaaactcca aaagacgtcc ttttgtttgt ttgtttttag 
agaagtctta tttaaagcgc acacacacgc acacgcacac acatgcacac acacacactt 
ttataagagt ccatactctg cctgaactcc ttttcctaac acacaaataa agttattttg 
gactaacttg aatttttgaa atggtggcca agctccatac gtgcattcgc acactctgtg 
caaacaatgt taaaggaggc aaaaagtgaa tggttggggc ttttgaatag tacgtgttca 
taataaggac cggctggtat taactgataa ctctaccttc tgtttttagt tctgtttttc 
cattccctac ctctttgtaa attatggatt aacctttgaa aaaccactca ggtaaaggca 
agtcatgatt tttggagtct caacggtatg aaataaactc tcattctcaa gaaaaaaaaa 
aaaaaaaaa 

<210> 3 
<211> 2900 
<212> DNA 

<213> Rattus norvegicus 
<400> 3 

ctgaactcct gcttgccagt cgccggtcag gagcctcgga gccgccacaa tggggatgtc 
caagtctcgg ggttgctttg gctacccatt gagcatcttc ttcatcgtgg tcaatgaatt 
ctgtgaaaga ttctcctact atgggatgcg agctctcctg gttctgtact tcaggaactt 
ccttggctgg gatgatgacc tctccacggc catctaccat acgtttgttg ccctctgcta 
cctgactcca attcttggag ctctgatcgc agactcgtgg ctggggaagt tcaagacaat 
tgtctcacta tccatcgtct acacgatcgg acaggccgtc atctcagtga gctcaattaa 
tgaccttaca gaccatgacc acgacggcag tcctaacaac cttcctttgc acgtagcact 
gtccatgatc ggcctggccc tgatagccct tggtacagga ggaatcaagc cctgtgtgtc 
tgcatttggt ggcgatcagt ttgaagaggg tcaggaaaaa cagcgaaacc ggttcttttc 
catcttttat ttggctatca acgcaggaag cctgctctcc acgatcatca ctcccatact 
cagagttcag cagtgcggaa tccacagcca acaagcttgt tacccactgg cctttggggt 
tccggcagct ctcatggctg ttgccctaat tgtgtttgtc ctcggcagtg gaatgtacaa 
gaagtttcag ccccagggca acatcatggg caaagtggcc aagtgcattg gctttgccat 
caaaaacagg tttcggcacc gaagtaaggc atttcccaag agggaacact ggctggactg 
ggctaaagag aaatacgatg agaggctcat ctcgcagatt aagatggtga cgaaggtgat 
gttcctgtac attcccctcc ccatgttttg ggccttgttt gaccagcagg gttccaggtg 
gacactgcaa gcaacgacca tgactgggaa aattggaaca attgagattc agccggacca 
gatgcagacg gtgaacgcca tcttgattgt catcatggtc cccattgtgg acgccgtggt 
gtatccgctc attgcaaaat gtggtttcaa cttcacctcc ctgaagaaga tgaccgttgg 
gatgttcctg gcatccatgg cctttgtggt ggctgcaatt gtgcaggtgg aaatcgataa 
aactcttcca gtcttcccca gcggaaatca agttcaaatt aaggtcttga acattggaaa 
caatgacatg gccgtgtatt ttcctggaaa gaatgtgaca gttgcccaaa tgtctcagac 
agacacattc atgactttcg atgtagacca gctgacaagc ataaacgtgt cttctcccgg 
atctccaggc gtcaccacgg tagctcatga gtttgagccg ggtcaccggc acacccttct 
agtgtggggc cccaatctat accgtgtggt aaaagacggt cttaaccaaa agccagagaa 
aggggagaac ggaatcagat tcgtcagcac ccttaacgag atgatcacca tcaaaatgag 
tggaaaagtg tacgaaaatg tcaccagtca cagcgccagc aactatcagt ttttcccttc 
tggccaaaaa gactacacaa taaacaccac agagattgca ccaaactgtt catctgattt 
taaatcttcc aaccttgact tcggcagcgc gtacacctac gtgatcagaa gtagggcgag 
tgatggctgc ctggaagtga aggaattcga agacatccca cccaacacgg tgaacatggc 
cctgcagatc ccacagtact tcctcctcac ctgcggcgag gtggtcttct ctgtcacagg 
actggagttc tcctattccc aggccccgtc taacatgaag tccgtgcttc aggcaggatg 
gcttctaacc gtggccatcg gtaatatcat tgtcctcatt gtggctgagg caggccactt 
cgacaaacag tgggctgagt atgttctgtt cgcctccttg ctcctggtcg tctgcatcat 
atttgccatt atggcccgat tctacaccta catcaaccca gcagagatcg aggcacagtt 
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gggacaggac actccaccac agagtccctg atggagaaag acctcagaag tgtgagccag 22 8 0 

aataataaca aagcaggttt tctaaccaac agctgtgaac ctgaaactct aggggagcct 2340 

tttttattta aaaaaatttt ttttttaatt ttttaaattt tttttatttt ttattttttt 2400 

tgcttgtttg tttgtttcga gacagggttt ctcgtgtgta gcccttggtt gtcctggaac 2460 

tcactctgta gaccagactg gcctcaaact cagaaatcca cctgcccctg cccctgcccc 2520 

tgcccctgcc cctgcccctg cctctgcctc tgcctcccaa gtgctggatt tggaggcatg 2580 

caccaccatg cccagctata attttttttt tttaagacag ggattctctg tataagcctg 2640 

actgccctgg aacttgctct atagaccagg ctggccttga actcacagag atctgcctgc 2700 

ctcttcctcc taagtactgg gatttcaggc atgcaccaca actgcccagc taaaatatta 2760 

tttataatat gcactttctg gtttgttttt gtttttcttt taaactgggc tgtatcttac 2820 

atttctgcca cagaaatgaa cttagctcag attaacttaa ttttgaaaag gcaatagtat 2 880 

tgttttttct aacagtttta tgaaaacaat attgaattta cagagggctt ttttaatagt 2940 

gtgtaatgag tatcaactga ttcaagctaa ttgctttacc ttggggtttt tttgtttgtt 3000 

tgtttgtttg tttgtttgtt tgtttttcta gtctcctttg ccttacctct ttttaaatta 3060 

tgtgtaattc aaaagactag tcatgagttg tgaagtttca ctggtctgaa ataaattcta 3120 

gttcttaa 3128 

<210> 5 
<211> 2709 
<212> DNA 

<213> Oryctolagus cuniculus 
<400> 5 

y, caccatggga atgtctaagt cactgagctg cttcggctat cccctgagca tcttcttcat 60 

O cgtggtcaat gagttctgcg aaaggttctc ctactatggg atgagagcac tcctgattct 120 

G gtacttcaga aacttcatcg gctgggacga caacctgtcc acggtcatct accacacgtt 180 

Qrf cgtcgcgctg tgctacctca cgcccattct cggagctctc atcgccgacg cgtggctggg 240 

%j gaagttcaag accatcgtgt ggctgtccat cgtctacacc atcggacaag cagtcacctc 3 00 

2 cctcagctcc gtcaatgagc tcacagacaa caaccatgac gggacccccg acagcctccc 360 

S tgtgcacgtg gcggtgtgca tgatcggcct gctcctgata gccctcggga caggaggaat 420 

!r; caagccctgt gtgtctgcct ttggcggcga tcagtttgag gagggccagg aaaagcaaag 480 

aaaccggttt ttttccatct tttacttggc cattaacgct gggagtctgc tgtccacaat 540 

* catcaccccc atggtcagag ttcaacaatg tggaattcac gttaaacaag cttgctaccc 600 

CI actggccttt gggattcctg ctatcctcat ggctgtatcc ctgatcgtgt tcatcatcgg 660 

yj cagtgggatg tacaagaagt tcaagccgca ggggaacatc ctgagcaaag tggtgaagtg 72 0 

H catctgcttt gccatcaaaa ataggtttag gcaccgcagt aagcagtttc ccaagagggc 780 

d gcactggctg gactgggcta aggagaaata cgacgagcgg cttatcgcgc agatcaagat 84 0 

^ ggttacgagg gtgctgttcc tgtacatccc actccccatg ttctgggcct tgtttgatca 900 

gcagggttcc agatggacgc tgcaagcgac gaccatgtcc gggagaattg gaatccttga 960 

aattcagccg gatcagatgc agactgtgaa caccatcttg attattatcc tggtccccat 1020 

catggacgcc gtggtgtatc ctctgattgc aaagtgtggc ctcaacttca cctctctgaa 1080 

gaagatgacg attgggatgt tcctggcttc catggccttc gtggcagctg caatcctgca 1140 

ggtggaaatc gataaaactc ttcctgtctt ccccaaagcc aatgaagtcc aaattaaagt 1200 

tctgaatgta ggaagtgaga acatgatcat ctctcttcct gggcagacgg tgacgctcaa 1260 

ccagatgtct caaacgaatg aattcatgac tttcaatgaa gacacactga caagcataaa 132 0 

catcacttcc ggatcacaag tcaccatgat cacacccagc cttgaggcag gccagcgcca 1380 

caccctgctg gtgtgggccc ccaataacta ccgagtggtc aatgacggcc tgacccagaa 144 0 

gtcagacaaa ggagaaaatg gaatcaggtt tgtgaacact tacagccagc ccatcaacgt 1500 

cacgatgagc gggaaagttt acgaacacat cgccagctac aatgccagcg agtatcagtt 1560 

tttcacttct ggagtaaagg gcttcaccgt cagctcggca ggcatctcgg agcagtgcag 1620 

gcgggacttt gagtctccgt acctggagtt tggcagcgcg tacacgtacc tgatcacgag 1680 

ccaggctact ggctgccccc aagtgacgga gtttgaagat attccgccca acacaatgaa 1740 

catggcttgg caaatcccac agtacttcct catcacctct ggcgaggtgg tcttctccat 1800 

cacgggcctg gagttctcct attctcaggc tccttccaac atgaagtcgg tgctgcagga 1860 

ccggtggctg ctgacggtgg ctgtgggcaa catcattgtg ctcatcgtgg ccggcgcggg 192 0 

ccagatcaac aagcagtggg ccgagtacat cctctttgcc gccctgctcc tggtcgtctg 1980 

tgtcatattt gccatcatgg ctcgattcta tacgtatgtc aacccggccg agatcgaggc 2040 

tcagtttgaa gaagatgaga agaaaaagaa cccagaaaag aacgacctct acccctccgt 2100 
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ggcgcccgtc tcacagacac agatgtgagt ctggaggcgg tgtaggaggc ccacgcctgg 2160 

cgtgcactgt gacctctgtc cgagggcgca ggacgtaccc ctgggcagcc ccggaagggg 222 0 

aggacttgag aactgtgaac cagaccacga aagctatgtt ctgagcagcc agtgatgagt 22 80 

ccaaaactct gaaagaaatc ttgttgaaag tcttatttaa aacacacaca cacacacaca 2340 

cacacacaca cacacttttc caacactgac agcctaccca tgttaactcc ttctctacca 2400 

atgcaaatgc tgttattttg gactaactta attttgaaca ctgttctatg ttgcttgtat 2460 

tctaacatcc ttaggaaagg caatgttaag agaggcagga ggcaatgcca aagttgaata 2 52 0 

tgtaggtgtc agaatggtat ataccacata ttacttagta ttaactgaaa acctcaactt 2580 

tgaggttttg ttctattttt tccactcctt acctcttttt aacctgtgga caactcaaaa 2640 

ggaccactca gataaaggcc agtaaagatt ttttttgccg ttttgatgaa ataaaataat 2700 

gttcctaag 2709 

<210> 6 
<211> 2914 
<212> DNA 

<213> Gallus gallus 
<400> 6 

gctctctgtc cgtccctcgg tccctccgtc cctccgtccc cgcgcggccg ccagcagcgt 60 

gccggcccca tggctgcaaa aagtaagagt aagggccgat cagtgccgaa ctgctttggc 12 0 

taccccttga gcatcttctt catcgtcatc aatgagttct gcgagaggtt ctcctactat 180 

ggcatgcgag ctgtgctcgt attgtatttc aagtacttcc tgcggtggga tgacaacttt 240 

tctacagcca tctaccacac gtttgttgct ctgtgctact tgacgcccat cctgggagcg 300 

ctcattgcag actcatggct gggaaagttt aagaccattg tctccctgtc cattgtctat 360 

acaattgggc aggcagtcat ggctgtaagc tccataaacg acatgacaga tcaaaacaga 42 0 

5 gatggcaatc ctgataatat tgcggtgcac attgccctgt ctatgactgg cttgattctc 480 

atcgcgcttg gaactggtgg gatcaaacct tgtgtctcag catttggtgg ggatcagttt 540 

gaagaacatc aggaaaaaca aagaagtaga ttcttctcta tcttttattt gtccattaat 600 

gctggaagtc tcatatccac tataatcacc ccaattctca gagctcaaga atgtggcatt 660 

cacagcagac agcagtgcta cccgctggca tttggagttc ccgctgccct catggctgtt 72 0 

tcattagttg tgttcatagc tggaagtgga atgtacaaaa aagttcaacc gcaaggcaat 780 

ataatggttc gagtttgtaa atgcattgga tttgccatta aaaacaggtt tcggcatcgc 840 

agcaaagagt atcccaaaag agagcactgg ctagactggg caagcgagaa gtatgataaa 900 

cgactgattg ctcagaccaa gatggtgttg aaggtgcttt tcctttacat ccctctcccg 960 

atgttctggg cactttttga ccagcaggga tcgagatgga cactgcaagc cacaactatg 102 0 

gatggggact ttggagctat gcagattcag ccagaccaaa tgcagactgt caatccaatc 10 8 0 

ctgattataa taatggtccc agttgtagat gctgtgattt atcctttaat ccagaaatgc 114 0 

aagatcaatt ttacgcccct gaggaggatc actgttggca tgttccttgc tggtctggct 12 00 

ttcgttgctg ctgctctttt gcaagtgcaa atagataaaa ctcttccagt tttccctgca 1260 

gctggacagg cccaaatcaa aataataaat ctaggtgata gcaatgcgaa tgttacattt 1320 

ctgcctaatc ttcagaacgt gactgtcctt cccatggagt caacaggcta caggatgttt 13 80 

gagtcttccc agctaaaatc tgtaatggta aattttggga gtgagagtag aagtgaaaat 144 0 

atcgactcaa taagcagcaa tacgcatact gtcaccatca agaatgcagc agccggcatt 1500 

gtttctagct tgcggtctga taatttcaca tcaaaaccag aagaaggaaa gaatctagtc 1560 

aggtttgtaa ataatttgcc tcagacagtc aacatcacta tgggtgacac gacttttgga 1620 

atactggaag agacaagtat cagtaattac agtccgttct caggaggaag aacatatgat 1680 

atagtgataa ctgcaggttc aactaattgc aaaccaactt cagagaaatt aggatatggt 1740 

ggtgcttata cgatcgtaat taatgagtgt tctggagatg tgactcaatt aagatacatt 1800 

gaagatatcc aacccaatac agtccatatg gcttggcaga tccctcagta tttcatactt 1860 

acatgtggag aagtagtctt ctctgtcact gggctggagt tttcatactc acaggcacca 192 0 

tctaatatga agtcagtgct gcaagcagga tggctgctaa cagtggctgt cggtaacata 1980 

attgtcctta tcgtggctgg agcatccaaa ctcagtgagc agtgggcaga atatgttctc 2 04 0 

tttgctgcct tgctttttgc agtttgcatt atttttgctg tcatggcata tttttataca 2100 

tatactgatc caaatgaggt tgaagcccaa cttgatgaag aagaaaagaa gaaacaaata 2160 

aaacaggatc cagacttgca cggaaaagaa tctgaagctg tctctcagat gtagaaggtg 2220 

tattcaagag catttgtaaa tcatggtagc ctgttaactg tccctgcaat aacaggaatc 2280 

agggtattgc tgacatcact gggtaatata ccttgtggga gagactaaga aacactgttc 2340 

tgacttaaca tacagcctct tgggaagcaa gacgaaatga ttaatctctt gtacagaagc 2400 



6 



3 



tggcatcctg aggaaactcc tgcagaattt gcactcttaa aatgtacctc aagctcaata 2460 

ccatagcatt aaaatattga aattgcactt ggcactatta gacactctaa aaagatgtat 2520 

ttttatactg tatttcaatt ttataatgtg gaggggtggg gaaaaaggtg ttgccaagaa 2 5 80 

atagtaattg aagccaaact gtctgcgtga cccttctagc ctcactgtta cttgaaagca 2640 

ggtcacatgt gccttaaatt cttttctatg tccttaagaa taataggaga aaggttctta 2700 

gatttctcag attaaaatgt ctctgctcca catagcagga acttggacat gcactgtgat 2760 

gtgctttatg tgcctattat taactgccca ttggtatgtt cttaattaat tgtgttaatg 2 820 
ggatgtccac tgaggtgaac agacaatggc aaattatatt ttgaataacc accaagaata 
aaacttgtgt tgtaacaaaa aaaaaaaaaa aaaa 

<210> 7 
<211> 1840 
<212> DNA 

<213> Canis familiaris 



<210> 8 
<211> 1995 
<212> DNA 

<213> Canis familiaris 



2880 
2914 



<400> 7 

catcttcttc atcgtggtca atgagttctg tgaaagattt tcctactatg gaatgagagc 60 

actcctgatt ctgtacttca gacggttcat cgggtgggac gataatctgt ccacggccat 12 0 

ctaccacacg tttgtggctc tgtgctacct gacgccgatc ctcggcgcac tgatcgcaga 180 

ctcctggctg ggaaagttca agacaatcgt gtcactctcc attgtctaca caattggaca 240 

ggcggtcact gcagtaagct caattaatga cctcacagac tataacaaag atggaactcc 3 00 

tgacaatctg tccgtgcatg tggcactgtc catgattggc ctggccctga tagctctggg 360 

aactggagga ataaagccct gtgtgtctgc atttggtgga gaccagtttg aagagggcca 42 0 

U ggaaaaacaa agaaacagat tcttttccat cttttatttg gccattaatg ctggaagctt 480 

n gatttccact attgtcactc ccatgctcag agttcacgaa tgtggaattt acagtcagaa 540 

S agcttgttac ccactggcat ttggggttcc tgctgctctc atggccgtat ctctgattgt 600 

S atttgtcatt ggcagtggaa tgtacaagaa gtttcagccc cagggtaatg tcatgggtaa 660 

ft agttgtcaag tgcattggtt ttgccctcaa aaataggttt aggcaccgga gtaagcagtt 720 

tcccaagagg gagcactggc tggactgggc taaagagaaa tacgatgagc ggc teat etc 780 

HF tcaaattaag atggtcacaa aagtgatgtt cttgtacatc ccactcccaa tgttctgggc 84 0 

P cctgtttgac cagcagggct ccaggtggac actgeaagea acagctatga gtgggaaaat 900 



960 
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tggacttctt gaagttcagc cagatcagat gcagactgtg aatgecatet tgattgtcgt 

catggtcccc atcatggatg ccgtggtgta ccctctgatt gcaaaatgtg gcttcaattt 102 0 

cacctccttg aagaggatga cagttggaat gttcctggct tccatggcct tcgtgatggc 10 8 0 

ggcgattgtt cagctggaaa ttgataaaac tcttccagtc ttccccaaac aaaatgaagt 1140 

ccaaatcaaa gtactgaata taggaaatgg tgccatgaat gtatcttttc ctggagcggt 1200 

ggtgacagtt agecaaatga gtcaatcaga tggatttatg acttttgatg tagacaaact 1260 

gacaagtata aacatttctt ccactggatc accagtcatt ccagtgactt ataactttga 1320 

geagggecat cgccataccc ttctagtatg ggcccccaat aattaccgag tggtaaagga 13 80 

tggecttaac cagaagecag aaaaaggaga aaatggaatc agatttataa atagtcttaa 144 0 

tgagagcetc aacatcacca tgggcgacaa agtttatgtg aatgtcacca gtcacaatgc 1500 

cagegagtat cagttctttt ctttgggcac aaaaaacatt acaataagtt caacacaaca 1560 

gatctcacaa aattgtacaa aagttctcca atcatccaac cttgaatttg gtagtgcata 1620 

tacctatgta ateggaaege agagcactgg ctgccctgaa ttgcatatgt ttgaagatat 1680 

ttcacccaac acagttaaca tggctctgea gatcccgcag tacttcctca tcacctgcgg 1740 

cgaggtggtt ttctctgtca caggactgga gttctcatat tctcaggccc cctccaacat 1800 

gaagtcggtg ettcaggegg gatggctget gacagtggct 1840 



<400> 8 

catcttcttc atcgtggtca atgagttctg tgaaagattt tcctactatg gaatgagagc 
actcctgatt ctgtacttca gacggttcat cgggtgggac gataatctgt ccacggccat 
ctaccacacg tttgtggctc tgtgctacct gacgccgatc ctcggcgcac tgatcgcaga 
ctcctggctg ggaaagttca agacaatcgt gtcactctcc attgtctaca caattggaca 240 



60 
120 
180 



7 



Q 



840 
900 



ggcggtcact gcagtaagct caattaatga cctcacagac tataacaaag atggaactcc 300 
tgacaatctg tccgtgcatg tggcactgtc catgattggc ctggccctga tagctctggg 3 60 

aactggagga ataaagccct gtgtgtctgc atttggtgga gaccagtttg aagagggcca 42 0 

ggaaaaacaa agaaacagat tcttttccat cttttatttg gccattaatg ctggaagctt 480 
gatttccact attgtcactc ccatgctcag agttcacgaa tgtggaattt acagtcagaa 540 
agcttgttac ccactggcat ttggggttcc tgctgctctc atggccgtat ctctgattgt 600 
atttgtcatt ggcagtggaa tgtacaagaa gtttcagccc cagggtaatg tcatgggtaa 660 
agttgtcaag tgcattggtt ttgccctcaa aaataggttt aggcaccgga gtaagcagtt 72 0 

tcccaagagg gagcactggc tggactgggc taaagagaaa tacgatgagc ggctcatctc 780 
tcaaattaag atggtcacaa aagtgatgtt cttgtacatc ccactcccaa tgttctgggc 
cctgtttgac cagcagggct ccaggtggac actgcaagca acagctatga gtgggaaaat 
tggacttctt gaagttcagc cagatcagat gcagactgtg aatgccatct tgattgtcgt 960 

catggtcccc atcatggatg ccgtggtgta ccctctgatt gcaaaatgtg gcttcaattt 1020 

cacctccttg aagaggatga cagttggaat gttcctggct tccatggcct tcgtgatggc 1080 

ggcgattgtt cagctggaaa ttgataaaac tcttccagtc ttccccaaac aaaatgaagt 1140 

ccaaatcaaa gtactgaata taggaaatgg tgccatgaat gtatcttttc ctggagcggt 12 00 

ggtgacagtt agccaaatga gtcaatcaga tggatttatg acttttgatg tagacaaact 1260 

gacaagtata aacatttctt ccactggatc accagtcatt ccagtgactt ataactttga 1320 

gcagggccat cgccataccc ttctagtatg ggcccccaat aattaccgag tggtaaagga 13 8 0 

tggccttaac cagaagccag aaaaaggaga aaatggaatc agatttataa atagtcttaa 144 0 

tgagagcctc aacatcacca tgggcgacaa agtttatgtg aatgtcacca gtcacaatgc 1500 

cagcgagtat cagttctttt ctttgggcac aaaaaacatt acaataagtt caacacaaca 1560 

gatctcacaa aattgtacaa aagttctcca atcatccaac cttgaatttg gtagtgcata 1620 

tacctatgta atcggaacgc agagcactgg ctgccctgaa ttgcatatgt ttgaagatat 1680 

ttcacccaac acagttaaca tggctctgca gatcccgcag tacttcctca tcacctgcgg 1740 

cgaggtggtt ttctctgtca caggactgga gttctcatat tctcaggccc cctccaacat 1800 

gaagtcggtg cttcaggcgg gatggctgct gacagtggct tgttggcaac atcattgtgc 1860 

tcattgtggc aggagcaggc cagttcagtg aacagtgggc tgaatacatc ctatttgcgg 192 0 

cattgcttct ggttgtctgt gtaatatttg ccatcatggc ccggttttac acttacgtca 1980 

atccagcaga gattg 1995 

<210> 9 
<211> 381 
<212> DNA 

<213> Canis familiaris 



60 



W <400> 9 

tggctgggga agttcaagac aatcgtgtca ctctccattg tctacacaat tggacaggcg 

Q gtcactgcag taagctcaat taatgacctc acagactata acaaagatgg aactcctgac 120 

fU aatctgtccg tgtatgtggc actgtccatg attggcctgg ccctgatagc tctgggaact 180 

ggaggaataa agccctgtgt gtctgcattt ggtggagacc agtttgaaga gggccaggaa 24 0 

aaacaaagaa acagattctt ttccatcttt tatttggcca ttaatgctgg aagcttgatt 3 00 

tccactattg tcactcccat gctcagagtt cacgaatgtg gaatttacag tcagaaagct 360 

tgctacccac tggcctttgg g 381 

<210> 10 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> tetrapeptide 

<400> 10 
Met Gly Met Met 
1 
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<210> 11 
<211> 1410 
<212> DNA 

<213> Canis familiaris 
<400> 11 

catcttcttc atcgtggtca atgagttctg tgaaagattt tcctactatg gaatgagagc 
actcctgatt ctgtacttca gacggttcat cgggtgggac gataatctgt ccacggccat 
ctaccacacg tttgtggctc tgtgctacct gacgccgatc ctcggcgcac tgatcgcaga 
ctcctggctg ggaaagttca agacaatcgt gtcactctcc attgtctaca caattggaca 
ggcggtcact gcagtaagct caattaatga cctcacagac tataacaaag atggaactcc 
tgacaatctg tccgtgcatg tggcactgtc catgattggc ctggccctga tagctctggg 
aactggagga ataaagccct gtgtgtctgc atttggtgga gaccagtttg aagagggcca 
ggaaaaacaa agaaacagat tcttttccat cttttatttg gccattaatg ctggaagctt 
gatttccact attgtcactc ccatgctcag agttcacgaa tgtggaattt acagtcagaa 
agcttgttac ccactggcat ttggggttcc tgctgctctc atggccgtat ctctgattgt 
atttgtcatt ggcagtggaa tgtacaagaa gtttcagccc cagggtaatg tcatgggtaa 
agttgtcaag tgcattggtt ttgccctcaa aaataggttt aggcaccgga gtaagcagtt 
tcccaagagg gagcactggc tggactgggc taaagagaaa tacgatgagc ggctcatctc 
tcaaattaag atggtcacaa aagtgatgtt cttgtacatc ccactcccaa tgttctgggc 
cctgtttgac cagcagggct ccaggtggac actgcaagca acagctatga gtgggaaaat 
tggacttctt gaagttcagc cagatcagat gcagactgtg aatgccatct tgattgtcgt 
catggtcccc atcatggatg ccgtggtgta ccctctgatt gcaaaatgtg gcttcaattt 
cacctccttg aagaggatga cagttggaat gttcctggct tccatggcct tcgtgatggc 
ggcgattgtt cagctggaaa ttgataaaac tcttccagtc ttccccaaac aaaatgaagt 
ccaaatcaaa gtactgaata taggaaatgg tgccatgaat gtatcttttc ctggagcggt 
ggtgacagtt agccaaatga gtcaatcaga tggatttatg acttttgatg tagacaaact 
gacaagtata aacatttctt ccactggatc accagtcatt ccagtgactt ataactttga 
gcagggccat cgccataccc ttctagtatg ggcccccaat aattaccgag tggtaaagga 
tggccttaac cagaagccag aaaaagggag 

<210> 12 
<211> 670 
<212> DNA 

<213> Canis familiaris 
<400> 12 

gccatcgcca tacccttcta gtatgggccc ccaataatta ccgagtggta aaggatggcc 
ttaaccagaa gccagaaaaa ggagaaaatg gaatcagatt tataaatagt cttaatgaga 
gcctcaacat caccatgggc gacaaagttt atgtgaatgt caccagtcac aatgccagcg 
agtatcagtt cttttctttg ggcacaaaaa acattacaat aagttcaaca caacagatct 
cacaaaattg tacaaaagtt ctccaatcat ccaaccttga atttggtagt gcatatacct 
atgtaatcgg aacgcagagc actggctgcc ctgaattgca tatgtttgaa gatatttcac 
ccaacacagt taacatggct ctgcagatcc cgcagtactt cctcatcacc tgcggcgagg 
tggttttctc tgtcacagga ctggagttct catattctca ggccccctcc aacatgaagt 
cggtgcttca ggcgggatgg ctgctgacag tggcttgttg gcaacatcat tgtgctcatt 
gtggcaggag caggccagtt cagtgaacag tgggctgaat acatcctatt tgcggcattg 
cttctggttg tctgtgtaat atttgccatc atggcccggt tttacactta cgtcaatcca 
gcagagattg 

<210> 13 
<211> 662 
<212> PRT 

<213> Canis familiaris 
<400> 13 

He Phe Phe He Val Val Asn Glu Phe Cys Glu Arg Phe Ser Tyr Tyr 
15 10 15 
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Gly Met Arg Ala 
20 

Asp Asp Asn Leu 
35 

Tyr Leu Thr Pro 
50 

Lys Phe Lys Thr 
65 

Ala Val Thr Ala 

Asp Gly Thr Pro 
100 

Gly Leu Ala Leu 
115 

Ser Ala Phe Gly 
130 

Asn Arg Phe Phe 
145 

He Ser Thr He 

Tyr Ser Gin Lys 
180 

Leu Met Ala Val 
195 

Lys Lys Phe Gin 
210 

He Gly Phe Ala 
225 

Pro Lys Arg Glu 

Arg Leu He Ser 
260 

He Pro Leu Pro 
275 

Trp Thr Leu Gin 
290 

Val Gin Pro Asp 
305 

Met Val Pro He 

Gly Phe Asn Phe 
340 

Ala Ser Met Ala 
355 

Lys Thr Leu Pro 
370 

Leu Asn He Gly 
385 

Val Thr Val Ser 

Val Asp Lys Leu 
420 

He Pro Val Thr 
435 

Val Trp Ala Pro 
450 

Lys Pro Glu Lys 
465 



Leu Leu He Leu 

Ser Thr Ala He 
40 

He Leu Gly Ala 
55 

He Val Ser Leu 

70 

Val Ser Ser He 
85 

Asp Asn Leu Ser 

He Ala Leu Gly 
12 0 

Gly Asp Gin Phe 
135 

Ser He Phe Tyr 
150 

Val Thr Pro Met 
165 

Ala Cys Tyr Pro 

Ser Leu He Val 
200 

Pro Gin Gly Asn 
215 

Leu Lys Asn Arg 
230 

His Trp Leu Asp 
245 

Gin He Lys Met 

Met Phe Trp Ala 
280 

Ala Thr Ala Met 
295 

Gin Met Gin Thr 
310 

Met Asp Ala Val 
325 

Thr Ser Leu Lys 

Phe Val Met Ala 
360 

Val Phe Pro Lys 
375 

Asn Gly Ala Met 
390 

Gin Met Ser Gin 
405 

Thr Ser He Asn 

Tyr Asn Phe Glu 
440 

Asn Asn Tyr Arg 
455 

Gly Glu Asn Gly 
470 



Tyr Phe Arg Arg 
25 

Tyr His Thr Phe 

Leu He Ala Asp 
60 

Ser He Val Tyr 
75 

Asn Asp Leu Thr 
90 

Val His Val Ala 
105 

Thr Gly Gly He 

Glu Glu Gly Gin 
140 

Leu Ala He Asn 
155 

Leu Arg Val His 
170 

Leu Ala Phe Gly 
185 

Phe Val He Gly 

Val Met Gly Lys 
220 

Phe Arg His Arg 
235 

Trp Ala Lys Glu 
250 

Val Thr Lys Val 
265 

Leu Phe Asp Gin 

Ser Gly Lys He 
300 

Val Asn Ala lie 
315 

Val Tyr Pro Leu 
330 

Arg Met Thr Val 
345 

Ala He Val Gin 

Gin Asn Glu Val 
380 

Asn Val Ser Phe 
395 

Ser Asp Gly Phe 
410 

He Ser Ser Thr 
425 

Gin Gly His Arg 

Val Val Lys Asp 
460 

He Arg Phe He 
475 



Phe He Gly Trp 
30 

Val Ala Leu Cys 
45 

Ser Trp Leu Gly 

Thr He Gly Gin 
80 

Asp Tyr Asn Lys 
95 

Leu Ser Met He 
110 

Lys Pro Cys Val 
125 

Glu Lys Gin Arg 

Ala Gly Ser Leu 
160 

Glu Cys Gly He 
175 

Val Pro Ala Ala 
190 

Ser Gly Met Tyr 
205 

Val Val Lys Cys 

Ser Lys Gin Phe 
240 

Lys Tyr Asp Glu 
255 

Met Phe Leu Tyr 
270 

Gin Gly Ser Arg 
285 

Gly Leu Leu Glu 

Leu He Val Val 
320 

He Ala Lys Cys 
335 

Gly Met Phe Leu 
350 

Leu Glu He Asp 
365 

Gin He Lys Val 

Pro Gly Ala Val 
400 

Met Thr Phe Asp 
415 

Gly Ser Pro Val 
430 

His Thr Leu Leu 
445 

Gly Leu Asn Gin 

Asn Ser Leu Asn 
480 



i 

Glu 


Ser 


Leu 


Asn 


He Thr Met Gly Asp Lys 


Val Tyr Val Asn Val Thr 










485 490 


495 


Ser 


His 


Asn 


Ala 


Ser Glu Tyr Gin Phe Phe 


Ser Leu Gly Thr Lys Asn 








500 


505 


510 


He 


Thr 


He 


Ser 


Ser Thr Gin Gin He Ser 


Gin Asn Cys Thr Lys Val 






515 




520 


525 


Leu 


Gin 


Ser 


Ser 


Asn Leu Glu Phe Gly Ser Ala Tyr Thr Tyr Val He 




530 






535 


540 


Gly 


Thr 


Gin 


Ser 


Thr Gly Cys Pro Glu Leu 


His Met Phe Glu Asp He 


545 








550 


555 560 


Ser 


Pro 


Asn 


Thr 


Val Asn Met Ala Leu Gin He Pro Gin Tyr Phe Leu 










565 570 


575 


He 


Thr 


Cys 


Gly 


Glu Val Val Phe Ser Val 


Thr Gly Leu Glu Phe Ser 






580 


585 


590 


Tyr 


Ser 


Gin 


Ala 


Pro Ser Asn Met Lys Ser 


Val Leu Gin Ala Gly Trp 




595 




600 


605 


Leu 


Leu 


Thr 


Val 


Ala Cys Trp Gin His His 


Cys Ala His Cys Gly Arg 




610 






615 


620 


Ser 


Arg 


Pro 


Val 


Gin Thr Val Gly He His 


Pro He Cys Gly He Ala 


625 






630 


635 640 


Ser 


Gly 


Cys 


Leu 


Cys Asn He Cys His His 


Gly Pro Val Leu His Leu 








645 650 


655 


Arg 


Gin 


Ser 


Ser 


Arg Asp 










660 







S <210> 14 

If <211> 706 



<212> PRT 

<213> Homo sapien 

<400> 14 

Met Ser Lys Ser His Ser Phe Phe Gly Tyr Pro Leu Ser He Phe Phe 

15 10 15 

He Val Val Asn Glu Phe Cys Glu Arg Phe Ser Tyr Tyr Gly Met Arg 

20 25 30 

Ala He Leu He Leu Tyr Phe Thr Asn Phe He Ser Trp Asp Asp Asn 

35 40 45 

Leu Ser Thr Ala He Tyr His Thr Phe Val Ala Leu Cys Tyr Leu Thr 

50 55 60 

Pro He Leu Gly Ala Leu He Ala Asp Ser Trp Leu Gly Lys Phe Lys 
65 ~ 70 75 80 

Thr He Val Ser Leu Ser He Val Tyr Thr He Gly Gin Ala Val Thr 

85 90 95 

Ser Val Ser Ser He Asn Asp Leu Thr Asp His Asn His Asp Gly Thr 

100 105 HO 

Pro Asp Ser Leu Pro Val His Val Val Leu Ser Leu He Gly Leu Ala 

115 120 125 

Leu He Ala Leu Gly Thr Gly Gly He Lys Pro Cys Val Ser Ala Phe 

130 135 140 

Gly Gly Asp Gin Phe Glu Glu Gly Gin Glu Lys Gin Arg Asn Arg Phe 
145 ' " 150 155 160 

Phe Ser He Phe Tyr Leu Ala He Asn Ala Gly Ser Leu Leu Ser Thr 

165 170 175 

He He Thr Pro Met Leu Arg Val Gin Gin Cys Gly He His Ser Lys 

180 185 190 

Gin Ala Cys Tyr Pro Leu Ala Phe Gly Val Pro Ala Ala Leu Met Ala 
195 200 205 
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Val Ala Leu He 
210 

Lys Pro Gin Gly 
225 

Ala He Lys Asn 

Glu His Trp Leu 
260 

Ser Gin He Lys 
275 

Pro Met Phe Trp 
290 

Gin Ala Thr Thr 
305 

Asp Gin Met Gin 

He Phe Asp Ala 
340 

Phe Thr Ser Leu 
355 

Ala Phe Val Val 
370 

Pro Val Phe Pro 
385 

Gly Asn Asn Thr 

Gly Pro Met Ser 
420 

Leu Thr Arg He 
435 

Thr Asp Asp Phe 
450 

Pro Asn His Tyr 
465 

Lys Gly Glu Asn 

Thr He Thr Met 
500 

Ala Ser Thr Tyr 
515 

Ser Ser Thr Glu 
530 

Tyr Leu Glu Phe 
545 

Asp Ser Cys Pro 

Val Asn Met Ala 
580 

Glu Val Val Phe 
595 

Pro Ser Asn Met 
610 

Ala Val Gly Asn 
625 

Ser Lys Gin Trp 

Val Cys Val He 
660 



Val Phe Val Leu 
215 

Asn He Met Gly 
230 

Arg Phe Arg His 
245 

Asp Trp Ala Lys 

Met Val Thr Arg 
280 

Ala Leu Phe Asp 
295 

Met Ser Gly Lys 
310 

Thr Val Asn Ala 
325 

Val Leu Tyr Pro 

Lys Lys Met Ala 
360 

Ala Ala He Val 
375 

Lys Gly Asn Glu 
390 

Met Asn He Ser 
405 

Gin Thr Asn Ala 

Asn He Ser Ser 
440 

Lys Gin Gly Gin 
455 

Gin Val Val Lys 
470 

Gly He Arg Phe 
485 

Ser Gly Lys Val 

Gin Phe Phe Pro 
520 

He Pro Pro Gin 
535 

Gly Ser Ala Tyr 
550 

Glu Val Lys Val 
565 

Leu Gin He Pro 

Ser Val Thr Gly 
600 

Lys Ser Val Leu 
615 

He He Val Leu 
630 

Ala Glu Tyr He 
645 

Phe Ala He Met 



Gly Ser Gly Met 
220 

Lys Val Ala Lys 
235 

Arg Ser Lys Ala 
250 

Glu Lys Tyr Asp 
265 

Val Met Phe Leu 

Gin Gin Gly Ser 
300 

He Gly Ala Leu 
315 

He Leu He Val 
330 

Leu He Ala Lys 
345 

Val Gly Met Val 

Gin Val Glu He 
380 

Val Gin He Lys 
395 

Leu Pro Gly Glu 
410 

Phe Met Thr Phe 
425 

Pro Gly Ser Pro 

Arg His Thr Leu 
460 

Asp Gly Leu Asn 
475 

Val Asn Thr Phe 
490 

Tyr Ala Asn He 
505 

Ser Gly He Lys 

Cys Gin Pro Asn 
54 0 

Thr Tyr He Val 
555 

Phe Glu Asp He 
570 

Gin Tyr Phe Leu 
585 

Leu Glu Phe Ser 

Gin Ala Gly Trp 
620 

He Val Ala Gly 
635 

Leu Phe Ala Ala 
650 

Ala Arg Phe Tyr 
665 



Tyr Lys Lys Phe 

Cys He Gly Phe 
240 

Phe Pro Lys Arg 
255 

Glu Arg Leu He 
270 

Tyr He Pro Leu 
285 

Arg Trp Thr Leu 

Glu He Gin Pro 
320 

He Met Val Pro 
335 

Cys Gly Phe Asn 
350 

Leu Ala Ser Met 
365 

Asp Lys Thr Leu 

Val Leu Asn He 
400 

Met Val Thr Leu 
415 

Asp Val Asn Lys 
430 

Val Thr Ala Val 
445 

Leu Val Trp Ala 

Gin Lys Pro Glu 
480 

Asn Glu Leu He 
495 

Ser Ser Tyr Asn 
510 

Gly Phe Thr He 
525 

Phe Asn Thr Phe 

Gin Arg Lys Asn 
560 

Ser Ala Asn Thr 
575 

Leu Thr Cys Gly 
590 

Tyr Ser Gin Ala 
605 

Leu Leu Thr Val 

Ala Gly Gin Phe 
640 

Leu Leu Leu Val 
655 

Thr Tyr He Asn 
670 
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Pro 


Ala 


Glu 


He 


Glu Ala Gin 


Phe Asp 


Glu Asp Glu 


Lys 


Lys 


Asn Arg 








675 






680 




685 








Leu 


Glu 


Lys 


Ser 


Asn pro iyr 


fne i v ict 


Ser Gly Ala Asn 


Ser 


Ol n Lvs 

vjj.li J— i y >-J 






690 






695 




700 










Gin 


Met 




















705 






















<210> 15 


















<211> 710 


















<212> PRT 


















<213> Rattus 


, norvegicus 














<400> 15 


















Met Gly Met 


Ser 


Lys Ser Arg Gly Cys 


Phe Gly Tyr 


Pro 


Leu 


Ser He 




1 








5 




10 






15 




Phe 


Phe 


He 


Val 


Val Asn Glu 


Phe Cys 


Glu Arg Phe 


Ser 


Tyr 


Tyr Gly 










20 




25 






30 






Met 


Arg 


Ala 


Leu 


Leu Val Leu 


Tyr Phe 


Arg Asn Phe 


Leu Gly Trp Asp 






35 






40 




45 








Asp 


Asp 


Leu 


Ser 


Thr Ala He 


Tyr His 


Thr Phe Val 


Ala 


Leu 


Cys Tyr 




50 






55 




60 










Leu 


Thr 


Pro 


He 


Leu Gly Ala 


Leu He Ala Asp Ser 


Trp 


Leu Gly Lys 




65 








70 




75 






80 


tJi. 


Phe 


Lys 


Thr 


He 


Val Ser Leu 


Ser He 


Val Tyr Thr 


He Gly Gin Ala 










85 




90 






95 


*«? 


Val 


He 


Ser 


Val 


Ser Ser He Asn Asp Leu Thr Asp His Asp 


His Asp 










100 




105 






110 






Gly 


Ser 


Pro 


Asn 


Asn Leu Pro 


Leu His 


Val Ala Leu 


Ser 


Met 


He Gly 






115 






120 




125 








Leu 


Ala 


Leu 


He 


Ala Leu Gly Thr Gly Gly He Lys 


Pro 


Cys 


Val Ser 






130 






135 




140 








1 


Ala Phe Gly Gly 


Asp Gin Phe 


Glu Glu Gly Gin Glu Lys 


Gin Arg Asn 




145 








150 




155 






160 




Arg 


Phe 


Phe 


Ser 


He Phe Tyr 


Leu Ala 


He Asn Ala Gly Ser 


Leu Leu 


S : s 








165 




170 






175 




Ser 


Thr 


He 


He 


Thr Pro He 


Leu Arg 


Val Gin Gin 


Cys 


Gly 


He His 










180 




185 






190 






Ser 


Gin 


Gin 


Ala 


Cys Tyr Pro Leu Ala Phe Gly Val 


Pro 


Ala 


Ala Leu 








195 






200 




205 






p ;i 


Met 


Ala 


Val 


Ala 


Leu He Val 


Phe Val 


Leu Gly Ser 


Gly 


Met 


Tyr Lys 






210 






215 




220 










Lys 


Phe 


Gin 


Pro 


Gin Gly Asn 


He Met 


Gly Lys Val 


Ala 


Lys 


Cys He 




225 








230 




235 






240 




Gly 


Phe 


Ala 


He 


Lys Asn Arg 


Phe Arg 


His Arg Ser 


Lys 


Ala 


Phe Pro 










245 




250 






255 




Lys 


Arg 


Glu 


His 


Trp Leu Asp 


Trp Ala 


Lys Glu Lys 


Tyr 


Asp 


Glu Arg 










260 




265 






270 






Leu 


He 


Ser 


Gin 


He Lys Met 


Val Thr 


Lys Val Met 


Phe 


Leu 


Tyr He 








275 






280 




285 








Pro 


Leu 


Pro 


Met 


Phe Trp Ala 


Leu Phe 


Asp Gin Gin Gly 


Ser 


Arg Trp 






290 






295 




300 










Thr 


Leu 


Gin 


Ala 


Thr Thr Met 


Thr Gly Lys He Gly Thr 


He 


Glu He 




305 








310 




315 






320 




Gin 


Pro 


Asp 


Gin 


Met Gin Thr 


Val Asn 


Ala He Leu 


He 


Val 


He Met 










325 




330 






335 




Val 


Pro 


He 


Val 


Asp Ala Val 


Val Tyr 


Pro Leu He 


Ala 


Lys 


Cys Gly 



340 345 350 
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Phe Asn Phe Thr Ser Leu Lys Lys Met Thr Val Gly Met Phe Leu Ala 

355 360 365 

Ser Met Ala Phe Val Val Ala Ala He Val Gin Val Glu He Asp Lys 

370 375 380 

Thr Leu Pro Val Phe Pro Ser Gly Asn Gin Val Gin He Lys Val Leu 
385 390 395 400 

Asn He Gly Asn Asn Asp Met Ala Val Tyr Phe Pro Gly Lys Asn Val 

405 410 415 

Thr Val Ala Gin Met Ser Gin Thr Asp Thr Phe Met Thr Phe Asp Val 

420 425 430 

Asp Gin Leu Thr Ser He Asn Val Ser Ser Pro Gly Ser Pro Gly Val 

435 440 445 

Thr Thr Val Ala His Glu Phe Glu Pro Gly His Arg His Thr Leu Leu 

450 455 460 

Val Trp Gly Pro Asn Leu Tyr Arg Val Val Lys Asp Gly Leu Asn Gin 
465 470 475 480 

Lys Pro Glu Lys Gly Glu Asn Gly He Arg Phe Val Ser Thr Leu Asn 

485 490 495 

Glu Met He Thr He Lys Met Ser Gly Lys Val Tyr Glu Asn Val Thr 

500 505 510 

Ser His Ser Ala Ser Asn Tyr Gin Phe Phe Pro Ser Gly Gin Lys Asp 

515 520 525 

Tyr Thr He Asn Thr Thr Glu He Ala Pro Asn Cys Ser Ser Asp Phe 

530 535 540 

Lys Ser Ser Asn Leu Asp Phe Gly Ser Ala Tyr Thr Tyr Val He Arg 
545 550 555 560 

Ser Arg Ala Ser Asp Gly Cys Leu Glu Val Lys Glu Phe Glu Asp He 

565 570 575 

Pro Pro Asn Thr Val Asn Met Ala Leu Gin He Pro Gin Tyr Phe Leu 

580 585 590 

Leu Thr Cys Gly Glu Val Val Phe Ser Val Thr Gly Leu Glu Phe Ser 

595 600 605 

Tyr Ser Gin Ala Pro Ser Asn Met Lys Ser Val Leu Gin Ala Gly Trp 

610 615 620 

Leu Leu Thr Val Ala He Gly Asn He He Val Leu He Val Ala Glu 
625 630 635 640 

Ala Gly His Phe Asp Lys Gin Trp Ala Glu Tyr Val Leu Phe Ala Ser 
645 650 655 

O Leu Leu Leu Val Val Cys He He Phe Ala He Met Ala Arg Phe Tyr 

fil 660 665 670 

Thr Tyr He Asn Pro Ala Glu He Glu Ala Gin Phe Asp Glu Asp Glu 

675 680 685 

Lys Lys Lys Gly Val Gly Lys Glu Asn Pro Tyr Ser Ser Leu Glu Pro 

690 695 700 

Val Ser Gin Thr Asn Met 
705 710 

<210> 16 
<211> 709 
<212> PRT 

<213> Mus musculus 
<400> 16 

Met Gly Met Ser Lys Ser Arg Gly Cys Phe Gly Tyr Pro Leu Ser He 

15 10 15 

Phe Phe He Val Val Asn Glu Phe Cys Glu Arg Phe Ser Tyr Tyr Gly 
20 25 30 
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Met 


Arg Ala 


Leu 


Leu 


Val 


Leu Tyr 


Phe Arg 


Asn 


Phe Leu 


Gly 


Trp 


Asp 








35 










40 








45 










Asp 


Asn 


Leu 


Ser 


Thr 


Ala 


He 


Tyr 


His 


Thr 


Phe 


Val Ala 


Leu 


Cys 


Tyr 






50 










55 










60 










Leu 


Thr 


Pro 


He 


Leu Gly 


Ala 


Leu 


He 


Ala 


Asp 


Ser Trp 


Leu 


Gly Lys 




65 










70 










75 








80 




Phe 


Lys 


Thr 


He 


Val 


Ser 


Leu 


Ser 


He 


Val 
90 


Tyr 


Thr He 


Gly 


Gin 
95 


Ala 




Val 


He 


Ser 


Val 


85 
Ser 


Ser 


He 


Asn 


Asp 


Leu 


Thr 


Asp His 


Asp 


His 


Asn 










100 










105 








110 








Gly 


Ser 


Pro 


Asp 


Ser 


Leu 


Pro 


Val 


His 


Val 


Ala 


Leu Ser 


Met 


Val Gly 






115 










120 








125 










Leu 


Ala 


Leu 


He 


Ala 


Leu 


Gly Thr 


Gly Gly 


He 


Lys Pro 


Cys 


Val 


Ser 






130 










135 










140 










Ala 


Phe Gly 


Gly 


Asp 


Gin 


Phe 


Glu 


Glu Gly 


Gin 


Glu Lys 


Gin 


Arg Asn 




145 










150 










155 








160 




Arq 


"D"h a 




Ser 


He 


Phe 


Tyr 


Leu 


Ala 


He 


Asn 


Gly Gly 


Ser 


Leu 


Leu 










165 










170 








175 






Ser 


Thr 


He 


He 


Thr 


Pro 


He 


Leu 


Arg 


Val 


Gin 


Gin Cys 


Gly 


He 


His 










180 










185 








190 








Ser 


Gin 


Gin 


Ala 


Cys 


Tyr 


Pro 


Leu 


Ala 


Phe 


Gly 


Val Pro 


Ala 


Ala 


Leu 








195 










200 








205 










Met 


Ala 


Val 


Ala 


Leu 


He 


Val 


Phe 


Val 


Leu 


Gly 


Ser Gly 


Met 


Tyr 


Lys 


: a 




210 










215 










220 










Lys 


Phe 


Gin 


Pro 


Gin Gly 


Asn 


He 


Met 


Gly 


Lys 


Val Ala 


Lys 


Cys 


He 




225 










o ^ n 
z ^ u 










235 








240 




Gly 


Phe 


Ala 


He 


Lys 


Asn 


Arg 


Phe 


Arg 


His 


Arg 


Ser Lys 


Ala 


Tyr 


Pro 


DO 








245 










250 








255 




■■5* 

jps 


Lys 


Arg 


Glu 


His 


Trp 


Leu 


Asp 


Trp 


Ala Lys 


Glu 


Lys Tyr 


Asp 


Glu Arg 








260 










265 








270 






?}'"~~~ 


Leu 


He 


Ser 


Gin 


He 


Lys 


Met 


Val 


Thr 


Lys 


Val 


Met Phe 


Leu 


Phe 


He 


T'tl 






275 










280 








285 








2 


Pro 


Leu 


Pro 


Met 


Phe 


Trp 


Gly Leu 


Phe 


Asp 


Gin 


Gin Gly 


Ser 


Arg 


Trp 






290 










295 










300 








Iks? 

w 


Thr 


Leu 


Gin 


Ala 


Thr 


Thr 


Met 


Asn 


Gly Lys 


He 


Gly Ala 


Asn 


Glu 


He 


305 










310 










315 








320 


5 a 


Gin 


Pro Asp 


Gin 


Met 


Gin 


Thr 


Val 


Asn 


Ala 


He 


Leu Asn 


Val 


Asn 


Asn 












325 










330 








335 






Gly 


Pro 


Asn 


Val 


Asp 


Ala 


Val 


Val 


Tyr Arg 


Ser 


He Ala 


Lys 


Cys 


Gly 








340 










345 








350 








Phe 


Asn 


Phe 


Thr 


Ser 


Leu 


Lys 


Lys 


Met 


Thr 


Val 


Gly Met 


Phe 


Leu 


Ala 








355 










360 








365 










Ser 


Met 


Ala 


Phe 


Val 


Val 


Ala 


Ala 


He 


Val 


Gin 


Val Glu 


He 


Asp 


Lys 






370 










375 










380 










Thr 


Leu 


Pro 


Val 


Phe 


Pro 


Gly Gly 


Asn 


Gin 


Val 


Gin He 


Lys 


Val 


Leu 




385 










390 










395 








400 




Asn 


He Gly 


Asn 


Asn 


Asn 


Met 


Thr 


Val 


His 


Phe 


Pro Gly 


Asn 


Ser 


Val 












405 










410 








415 






Thr 


Leu 


Ala 


Gin 


Met 


Ser 


Gin 


Thr 


Asp 


Thr 


Phe 


Met Thr 


Phe 


Asp 


He 










420 










425 








430 








Asp 


Lys 


Leu 


Thr 


Ser 


He 


Asn 


He 


Ser 


Ser 


Ser 


Gly Ser 


Pro 


Gly Val 




435 










440 








445 










Thr 


Thr 


Val 


Ala 


His 


Asp 


Phe 


Glu 


Gin Gly 


His 


Arg His 


Asn 


Leu 


Leu 






450 










455 










460 










Val 


Trp 


Glu 


Pro 


Ser 


Gin 


Tyr 


Arg 


Val 


Val 


Lys 


Asp Gly 


Pro 


Asn 


Gin 




465 








470 










475 








480 




Lys 


Pro 


Glu 


Lys 


Gly Glu 


Asn Gly 


He 


Arg 


Phe 


Val Asn 


Thr 


Leu 


Asn 










485 










490 








495 
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Glu 


Met 


Val 


Thr 


Asn 


Lys Met 


Ser Gly Lys 


Val 


Tyr Glu Lys Phe 


Thr 








500 








505 






510 




Ser 


His 


Asn 


Ala 


Ser Gly Tyr Lys 


Phe 


Leu 


Pro 


Ser Gly Glu Lys 


Gin 






515 








520 








525 




Tyr 


Thr 


He 


Asn 


Thr 


Thr Ala 


Val 


Ala 


Pro 


Thr 


Cys Leu Thr Asp 


Phe 


530 








535 










540 




Lys 


Ser 


Ser 


Asn 


Leu Asp Phe Gly Ser Ala Tyr Thr Tyr Val He 


Arg 


545 










550 








555 




560 


Arg 


Ala 


Ser Asp 


Gly Cys Leu 


Glu 


Val 


Lys 


Glu 


Phe Glu Asp He 


Pro 








565 








570 




575 




Pro 


Asn 


Thr 


Val 


Asn 


Met Ala 


Leu 


Gin 


He 


Pro Gin Tyr Phe Leu 


Leu 








580 








585 






590 




Thr 


Cys 


Gly Glu 


Val 


Val Phe 


Ser 


Val 


Thr Gly 


Leu Glu Phe Ser 


Tyr 




595 








600 








605 




Ser 


Gin 


Ala 


Pro 


Ser 


Asn Met 


Lys 


Ser 


Val 


Leu 


Gin Ala Gly Trp 


Leu 




610 








615 










620 




Leu 


Thr 


Val 


Ala 


Val 


Gly Asn 


He 


He 


Val 


Leu 


He Val Ala Gly Ala 


625 










630 








635 




640 


Gly 


His 


Phe 


Pro 


Lys 


Gin Trp Ala Glu Tyr 


He 


Leu Phe Ala Ser 


Leu 








645 








650 




655 




Leu 


Leu 


Val 


Val 


Cys 


Val He 


Phe 


Ala 


He Met Ala Arg Phe Tyr 


Thr 








660 








665 






670 




Tyr 


He 


Asn 


Pro 


Ala 


Glu He 


Glu 


Ala 


Gin 


Phe 


Asp Glu Asp Glu 


Lys 




675 








680 








685 




Lys 


Lys 


Gly 


He 


Gly Lys Glu 


Asn 


Pro 


Tyr 


Ser 


Ser Leu Glu Pro 


Val 




690 








695 










700 




Ser 


Gin 


Thr 


Asn 


Met 
















705 

























<210> 17 
<211> 707 
<212> PRT 
<213> Ovis aries 



<400> 17 
Met Gly Met Ser 
1 

Phe Phe He Val 
20 

Met Arg Ala Leu 
35 

Asp Asn Leu Gly 
50 

Leu Thr Pro He 
65 

Phe Lys Thr He 

Val He Ala Val 
100 

Gly Thr Pro Asn 
115 

Leu Val Leu He 
130 

Ala Phe Gly Gly 
145 

Arg Phe Phe Ser 



Val Pro Lys Ser 
5 

Val Asn Glu Phe 

Leu He Leu Tyr 
40 

Thr Ala He Tyr 
55 

Leu Gly Ala Leu 
70 

Val Ser Leu Ser 
85 

Ser Ser He Asn 

Asn He Ser Val 
120 

Ala Leu Gly Thr 
135 

Asp Gin Phe Glu 
150 

He Phe Tyr Leu 
165 



Cys Phe Gly Tyr 
10 

Cys Glu Arg Phe 
25 

Phe Gin Arg Phe 

His Thr Phe Val 
60 

He Ala Asp Ser 
75 

He Val Tyr Thr 
90 

Asp Leu Thr Asp 
105 

His Val Ala Leu 

Gly Gly He Lys 
14 0 

Glu Gly Gin Glu 
155 

Ala He Asn Ala 
170 



Pro Leu Ser He 
15 

Ser Tyr Tyr Gly 
30 

Leu Gly Trp Asn 
45 

Ala Leu Cys Tyr 

Trp Leu Gly Lys 
80 

He Gly Gin Val 
95 

Phe Asn His Asp 
110 

Ser Met He Gly 
125 

Pro Cys Val Ser 

Lys Gin Arg Asn 
16 0 

Gly Ser Leu Leu 
175 



16 





Ser 


Thr 


He 


He 
180 


Thr 


Pro 


Met 


Leu 


Arg 
185 


Val 


Gin 


Val 


Cys 


Gly 
190 


He 


His 




Ser 


Lys 


Gin 


Ala 


Cys 


Tyr 


Pro 


Leu 


Ala 


Phe Gly Val 


Pro 


Ala 


Ala 


Leu 








195 










200 










205 










Met 


Ala 


Val 


Ser 


Leu 


He 


Val 


Phe 


Val 


He Gly Ser 


Gly Met 


Tyr Lys 






210 










215 










220 












Lys 


Val 


Gin 


Pro 


Gin 


Gly 


Asn 


He 


Met 


Ser 


Lys 


Val 


Ala Arg 


Cys 


He 




225 










230 










235 










240 




Gly 


Phe 


Ala 


He 


Lys 
245 


Asn 


Arg 


He 


Ser 


His 
250 


Arg 


Ser 


Lys 


Lys 


Phe 
255 


Pro 




Lys 


Arg 


Glu 


His 


Trp 


Leu 


Asp 


Trp 


Ala 


Ser 


Glu 


Lys 


Tyr Asp 


Glu Arg 










260 










265 










270 








Leu 


He 


Ser 


Gin 


He 


Lys 


Met 


Val 


Thr 


Arg Val 


Met 


Phe 


Leu 


Tyr 


He 








275 










280 










285 










Pro 


Leu 


Pro 


Met 


Phe 


Trp 


Ala 


Leu 


Phe 


Asp 


Gin 


Gin 


Gly Ser 


Arg 


Trp 

IT 






290 










295 










300 












Thr 


Leu 


Gin 


Ala 


Thr 


Thr 


Met 


Ser 


Gly 


Lys 


He 


Gly 


He 


He 


Glu 


He 




305 










310 










315 










320 




Gin 


Pro 


Asp 


Gin 


Met 
325 


Gin 


Thr 


Val 


Asn 


Ala 
330 


He 


Leu 


He 


Val 


Val 
335 


Met 




Val 


Pro 


He 


Val 
340 


Asp 


Ala 


Val 


Val 


Tyr 
345 


Pro 


Leu 


He 


Ala 


Lys 
350 


Cys 


Gly 
\_j _j_ j 




Leu 


Asn 


Phe 


Thr 


Ser 


Leu 


Lys 


Lys 


Met 


Thr 


Val 


Gly 


Met 


Phe 


Leu 


Ala 








355 










360 










365 










Ser 


Met 


Ala 


Phe 


Val 


Ala 


Ala 


Ala 


He 


Val 


Gin 


Val 


Asp 


He 


Asp 


Lys 


o 




370 










375 










380 










0 


Thr 


Leu 


Pro 


Val 


Phe 


Pro 


Lys 


Gly 


Asn 


Glu 


Val 


Gin 


He 


Lys 


Val 


Leu 


m 


385 










390 










395 










400 




Asn 


He 


Gly Asn Asn 


Ser 


Met 


Thr 


Val 


Ser 


Phe 


Pro 


Gly Thr 


Thr 


Val 


IT'S 










405 










410 










415 






Thr 


Cys 


Asp 


Gin 


Met 


Ser 


Gin 


Thr 


Asn 


Gly 


Phe 


Leu 


Thr 


Phe 


Asn 


Val 


Hi 








420 










425 










430 






Asp 


Asn 


Leu 


Ser 


He 


Asn 


He 


Ser 


Ser 


Thr Gly Thr 


Pro 


Val 


Thr 


Pro 








435 










440 










445 








o 


Val 


Thr 


His 


Asn 


Phe 


Glu 


Ser 


Gly 


His 


Arg 


His 


Thr 


Leu 


Leu 


Val 


Trp 


w 

o 




450 










455 










460 










Ala 


Pro 


Ser 


Asn 


Tyr 


Gin 


Val 


Val 


Lys 


Asp Gly Leu 


Asn 


Gin 


Lys 


Pro 


2 .. 


465 










470 










475 










480 




Glu 


Lys 


Gly Arg Asn 


Gly 


He 


Arg 


Phe 


Val 


Asn 


Ala 


Phe 


Gly 


Glu 


Ser 


i !i s 










485 










490 










495 






Phe 


Gly 


Val 


Thr 


Met 


Asp 


Gly Glu 


Val 


Tyr 


Asn 


Asn 


Val 


Ser 


Gly His 










500 










505 










510 








Asn 


Ala 


Ser 


Glu 


Tyr 


Leu 


Phe 


Phe 


Ser 


Ser 


Gly Val 


Lys 


Ser 


Phe 


Thr 








515 










520 










525 










He 


Asn 
530 


Ser 


Pro 


Glu 


He 


Ser 
535 


Gin 


Gin 


Cys 


Glu 


Lys 
540 


Gin 


Phe 


Lys 


Thr 




Ser 


Tyr 


Leu 


Glu 


Phe 


Gly 


Ser 


Ala 


Phe 


Thr 


Tyr 


Val 


He 


Ser 


Arg 


Lys 




545 










550 










555 










560 




Ser 


Asp 


Gly 


Cys 


Pro 
565 


Glu 


Pro 


Lys 


He 


Phe 
570 


Glu 


Asp 


He 


Ser 


Pro 
575 


Asn 




Thr 


Val 


Ser 


Met 
580 


Ala 


Leu 


Gin 


He 


Pro 
585 


Gin 


Tyr 


Phe 


Leu 


Leu 
590 


Thr 


Cys 




Gly 


Glu 


Val 
595 


Val 


Phe 


Ser 


He 


Thr 
600 


Gly 


Leu 


Glu 


Phe 


Ser 
605 


Tyr 


Ser 


Gin 




Ala 


Pro 
610 


Ser 


Asn 


Met 


Lys 


Ser 
615 


Val 


Leu 


Gin 


Ala 


Gly 
620 


Trp 


Leu 


Leu 


Thr 




Val 


Ala 


Val 


Gly Asn 


He 


He 


Val 


Leu 


He 


Val 


Ala 


Gly Ala 


Gly Gin 




625 










630 










635 










640 



17 





Phe 


Ser 


Glu 


Gin 


Trp 


Ala 


Glu 


Tyr 


Val 


Leu 


Phe 


Ala 


Ala 


Leu 


Leu 


Leu 












645 










650 










655 






Val 


Val 


Cys 


He 


He 


Phe 


Ala 


He 


Met 


Ala 


Arg 


Phe 


Tyr 


Thr 


Tyr 


Val 










660 










665 










670 








Asn 


Pro 


Ala 


Glu 


He 


Glu 


Ala 


Gin 


Phe 


Asp 


Glu 


Asp 


Asp 


Lys 


Glu Asp 








675 










680 










685 










Asp 


Leu 


Glu 


Lys 


Ser 


Asn 


Pro 


Tyr 


Ala 


Lys 


T /Ml 

Leu 


Asp 


pne 


vai 


Ser 


bin 






690 










695 










700 












Thr 


Gin 


Met 






























705 


































<210> 18 






























<211> 707 






























<212> PRT 






























<213> Oryctolagus cuniculus 






















<400> 18 






























1 Y 1C L. 


uiy 


Mpf 
nc 


Ser 


Lys 


Ser 


Leu 


Ser 


Cys 


Phe 


Gly 


Tyr 


Pro 


Leu 


Ser 


He 




1 
X 








5 










10 










15 






"D"h o 


irllc 


T"l 
lie 


Val 


Val 


Asn 


Glu 


Phe 


Cys 


Glu 


Arg 


Phe 


Ser 


Tyr 


Tyr Gly 










20 










25 










30 










Arg 




Leu 


Leu 


He 


Leu 


Tyr 


Phe 


Arg 


Asn 


Phe 


He 


Gly 


Trp 


Asp 








^ R 










40 










45 










Asp 


Asn 


Leu 


Ser 


Thr 


Val 


He 


Tyr 


His 


Thr 


Phe 


Val 


Ala 


Leu 


Cys 


Tyr 
















55 










60 












Leu 


Thr 


Pro 


He 


Leu 


Gly 


Ala 


Leu 


He 


Ala 


Asp 


Ala 


Trp 


Leu 


Gly Lys 


WS7 


D Q 










70 










75 










80 




riie 


Lys 


Tnr 


He 


Val 


Trp 


Leu 


Ser 


He 


Val 


Tyr 


Thr 


He 


Gly 


Gin 


Ala 


\I 








85 










90 










95 






Val 


rp"U v 
ilil 


Ser 


Leu 


Ser 


Ser 


Val 


Asn 


Glu 


Leu 


Thr 


Asp 


Asn 


Asn 


His 


Asp 










100 










105 










110 






HI 




mr 


Pro 


Asp 


Ser 


Leu 


Pro 


Val 


His 


Val 


Ala 


Val 


Cys 


Met 


He 


Gly 








lie: 










120 










125 










Leu 


Leu 


Leu 


He 


Ala 


Leu 


Gly 


Thr 


Gly 


Gly 


He 


Lys 


Pro 


Cys 


Val 


Ser 






i on 
IjU 










135 










140 










: :r : 


Ala 


pne 


uiy 


Gly 


Asp 


Gin 


Phe 


Glu 


Glu 


Gly 


Gin 


Glu 


Lys 


Gin 


Arg 


Asn 




145 










150 










155 










160 




Arg 


Phe 


Phe 


Ser 


He 


Phe 


Tyr 


Leu 


Ala 


He 


Asn 


Ala 


Gly 


Ser 


Leu 


Leu 


H 










165 










170 










175 




m 


Ser 


Thr 


He 


He 


Thr 


Pro 


Met 


Val 


Arg 


Val 


Gin 


Gin 


Cys 


Gly 


He 


His 










180 










185 










190 








Val 


Lys 


Gin 


Ala 


Cys 


Tyr 


Pro 


Leu 


Ala 


Phe 


Gly 


He 


Pro 


Ala 


He 


Leu 








195 










200 










205 










Met 


Ala 


Val 


Ser 


Leu 


He 


Val 


Phe 


He 


He 


Gly 


Ser 


Gly 


Met 


Tyr 


Lys 






210 










215 










220 












Lys 


Phe 


Lys 


Pro 


Gin 


Gly 


Asn 


He 


Leu 


Ser 


Lys 


Val 


Val 


Lys 


Cys 


He 




225 










230 










235 










240 




Cys 


Phe 


Ala 


He 


Lys 


Asn 


Arg 


Phe 


Arg 


His 


Arg 


Ser 


Lys 


Gin 


Phe 


Pro 












245 










250 










255 






Lys 


Arg 


Ala 


His 


Trp 


Leu 


Asp 


Trp 


Ala 


Lys 


Glu 


Lys 


Tyr 


Asp 


Glu Arg 










260 










265 










270 








Leu 


He 


Ala 


Gin 


He 


Lys 


Met 


Val 


Thr 


Arg 


Val 


Leu 


Phe 


Leu 


Tyr 


He 








275 










280 










285 










Pro 


Leu 


Pro 


Met 


Phe 


Trp 


Ala 


Leu 


Phe 


Asp 


Gin 


Gin 


Gly 


Ser 


Arg 


Trp 






290 










295 










300 












Thr 


Leu 


Gin 


Ala 


Thr 


Thr 


Met 


Ser 


Gly 


Arg 


He 


Gly 


He 


Leu 


Glu 


He 




305 










310 










315 










320 



Gin Pro Asp Gin 

Val Pro He Met 
340 

Leu Asn Phe Thr 
355 

Ser Met Ala Phe 
370 

Thr Leu Pro Val 
385 

Asn Val Gly Ser 

Thr Leu Asn Gin 
420 

Asp Thr Leu Thr 
435 

He Thr Pro Ser 
450 

Ala Pro Asn Asn 
465 

Asp Lys Gly Glu 

He Asn Val Thr 
500 

Asn Ala Ser Glu 

. 515 
Val Ser Ser Ala 
530 

Pro Tyr Leu Glu 
545 

Ala Thr Gly Cys 

Thr Met Asn Met 
580 

Gly Glu Val Val 
595 

Ala Pro Ser Asn 
610 

Val Ala Val Gly 
625 

He Asn Lys Gin 

Val Val Cys Val 
660 

Asn Pro Ala Glu 
675 

Asn Pro Glu Lys 
690 

Thr Gin Met 
705 



Met Gin Thr Val 
325 

Asp Ala Val Val 

Ser Leu Lys Lys 
360 

Val Ala Ala Ala 
375 

Phe Pro Lys Ala 
390 

Glu Asn Met He 
405 

Met Ser Gin Thr 

Ser He Asn He 
440 

Leu Glu Ala Gly 
455 

Tyr Arg Val Val 
470 

Asn Gly He Arg 
485 

Met Ser Gly Lys 

Tyr Gin Phe Phe 
520 

Gly He Ser Glu 
535 

Phe Gly Ser Ala 
550 

Pro Gin Val Thr 
565 

Ala Trp Gin He 

Phe Ser He Thr 
600 

Met Lys Ser Val 
615 

Asn He He Val 
630 

Trp Ala Glu Tyr 
645 

He Phe Ala He 

He Glu Ala Gin 
680 

Asn Asp Leu Tyr 
695 



Asn 


Thr 


He 


Leu 




330 






Tyr 


Pro 


Leu 


lie 


-3 a c 








Met 


Thr 


lie 


Gly 


lie 


Leu 


Gin 


Val 








3 80 


Asn 


Glu 


Val 


Gin 






3 95 




He 


Ser 


Leu 


Pro 




410 






Asn 


Glu 


Phe 


i v iec 


/IOC 








inr 


Ser Gly 




bin 


Arg 


His 


Thr 








460 


Asn 


Asp Gly 


Leu 






475 




Phe 


Val 


Asn 


Thr 




490 






val 


Tyr 


Glu 


His 


5 0 5 








Thr 


Ser Gly 


vai 


bin 


Cys 


Arg 


Arg 








54 0 


Tyr 


Thr 


Tyr 


Leu 






555 




Glu 


Phe 


Glu 


Asp 




570 






Pro 


Gin Tyr 


Phe 


585 








Gly 


Leu 


Glu 


Phe 


Leu 


Gin Asp 


Arg 








62 0 


Leu 


He 


Val 


Ala 






635 




He 


Leu 


Phe 


Ala 




650 






Met 


Ala Arg 


Phe 


665 








Phe 


Glu 


Glu 


Asp 


Pro 


Ser 


Val 


Ala 



700 



He He He Leu 
335 

Ala Lys Cys Gly 
350 

Met Phe Leu Ala 
365 

Glu He Asp Lys 

He Lys Val Leu 
400 

Gly Gin Thr Val 
415 

Thr Phe Asn Glu 
430 

Gin Val Thr Met 
445 

Leu Leu Val Trp 

Thr Gin Lys Ser 
480 

Tyr Ser Gin Pro 
495 

He Ala Ser Tyr 
510 

Lys Gly Phe Thr 
525 

Asp Phe Glu Ser 

He Thr Ser Gin 
560 

He Pro Pro Asn 
575 

Leu He Thr Ser 
590 

Ser Tyr Ser Gin 
605 

Trp Leu Leu Thr 

Gly Ala Gly Gin 
640 

Ala Leu Leu Leu 
655 

Tyr Thr Tyr Val 
670 

Glu Lys Lys Lys 
685 

Pro Val Ser Gin 
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<211> 714 
<212> PRT 

<213> Gallus gallus 
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<400> 19 
Met Ala Ala Lys 
1 

Gly Tyr Pro Leu 
2 0 

Arg Phe Ser Tyr 
35 

Tyr Phe Leu Arg 
50 

Phe Val Ala Leu 
65 

Asp Ser Trp Leu 

Tyr Thr He Gly 
100 

Thr Asp Gin Asn 
115 

Ala Leu Ser Met 
130 

He Lys Pro Cys 
145 

Gin Glu Lys Gin 

Asn Ala Gly Ser 
180 

Gin Glu Cys Gly 
195 

Gly Val Pro Ala 
210 

Gly Ser Gly Met 
225 

Arg Val Cys Lys 

Arg Ser Lys Glu 
260 

Glu Lys Tyr Asp 
2 75 

Val Leu Phe Leu 
290 

Gin Gin Gly Ser 
305 

Phe Gly Ala Met 

He Leu He He 
340 

Leu He Gin Lys 
355 

Val Gly Met Phe 
370 

Gin Val Gin He 
385 

Ala Gin He Lys 

Phe Leu Pro Asn 
420 

Gly Tyr Arg Met 
435 



Ser Lys Ser Lys 
5 

Ser He Phe Phe 

Tyr Gly Met Arg 
4 0 

Trp Asp Asp Asn 
55 

Cys Tyr Leu Thr 
70 

Gly Lys Phe Lys 
85 

Gin Ala Val Met 

Arg Asp Gly Asn 
120 

Thr Gly Leu He 
135 

Val Ser Ala Phe 
150 

Arg Ser Arg Phe 
165 

Leu He Ser Thr 

He His Ser Arg 
200 

Ala Leu Met Ala 
215 

Tyr Lys Lys Val 
230 

Cys He Gly Phe 
245 

Tyr Pro Lys Arg 

Lys Arg Leu He 
280 

Tyr He Pro Leu 
295 

Arg Trp Thr Leu 
310 

Gin He Gin Pro 
325 

He Met Val Pro 

Cys Lys He Asn 
36 0 

Leu Ala Gly Leu 
375 

Asp Lys Thr Leu 
390 

He He Asn Leu 
405 

Leu Gin Asn Val 

Phe Glu Ser Ser 
440 



Gly Arg Ser Val 
10 

He Val He Asn 
25 

Ala Val Leu Val 

Phe Ser Thr Ala 
60 

Pro He Leu Gly 
75 

Thr He Val Ser 
90 

Ala Val Ser Ser 
105 

Pro Asp Asn He 

Leu He Ala Leu 
140 

Gly Gly Asp Gin 
155 

Phe Ser He Phe 
170 

He He Thr Pro 
185 

Gin Gin Cys Tyr 

Val Ser Leu Val 
220 

Gin Pro Gin Gly 
235 

Ala He Lys Asn 
250 

Glu His Trp Leu 
265 

Ala Gin Thr Lys 

Pro Met Phe Trp 
300 

Gin Ala Thr Thr 
315 

Asp Gin Met Gin 
330 

Val Val Asp Ala 
345 

Phe Thr Pro Leu 

Ala Phe Val Ala 
380 

Pro Val Phe Pro 
395 

Gly Asp Ser Asn 
410 

Thr Val Leu Pro 
425 

Gin Leu Lys Ser 



Pro Asn Cys Phe 
15 

Glu Phe Cys Glu 
30 

Leu Tyr Phe Lys 
45 

He Tyr His Thr 

Ala Leu He Ala 
80 

Leu Ser He Val 
95 

He Asn Asp Met 
110 

Ala Val His He 
125 

Gly Thr Gly Gly 

Phe Glu Glu His 
160 

Tyr Leu Ser He 
175 

He Leu Arg Ala 
190 

Pro Leu Ala Phe 
205 

Val Phe He Ala 

Asn He Met Val 
240 

Arg Phe Arg His 
255 

Asp Trp Ala Ser 
270 

Met Val Leu Lys 
285 

Ala Leu Phe Asp 

Met Asp Gly Asp 
320 

Thr Val Asn Pro 
335 

Val He Tyr Pro 
350 

Arg Arg He Thr 
365 

Ala Ala Leu Leu 

Ala Ala Gly Gin 
400 

Ala Asn Val Thr 
415 

Met Glu Ser Thr 
430 

Val Met Val Asn 
445 
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o 



Phe 


Gly 


Ser 


Glu 


Ser Arg 


Ser 


Glu 


Asn 


He 


Asp 


Ser 


He 


Ser 


Ser 


Asn 




450 










455 










460 










Thr 


His 


Thr 


Val 


Thr 


He 


Lys 


Asn 


Ala 


Ala 


Ala 


Gly 


He 


Val 


Ser 


Ser 


465 










470 










475 










480 


Leu 


Arq 


Ser 


Asp 


Asn 


Phe 


Thr 


Ser 


Lys 


Pro 


Glu 


Glu 


Gly 


Lys 


Asn 


Leu 










485 










490 










495 




Val 


Arg 


Phe 


Val 


Asn 


Asn 


Leu 


Pro 


Gin 


Thr 


Val 


Asn 


He 


Thr 


Met 


Gly 








500 










505 










510 






Asp 


Thr 


Thr 


Phe Gly He 


Leu 


Glu 


Glu 


Thr 


Ser 


He 


Ser 


Asn 


Tyr 


Ser 






515 










520 










525 








Pro 


Phe 


Ser 


Gly Gly Arg 


Thr 


Tyr 


Asp 


He 


Val 


He 


Thr 


Ala 


Gly 


Ser 




530 










535 










540 










Thr 


Asn 


Cys 


Lys 


Pro 


Thr 


Ser 


Glu 


Lys 


Leu 


Gly 


Tyr 


Gly 


Gly 


Ala 


Tyr 


545 










550 










555 










560 


Thr 


He 


Val 


He 


Asn 


Glu 


Cys 


Ser 


Gly 


Asp 


Val 


Thr 


Gin 


Leu 


Arg 


Tyr 










565 










570 










575 




He 


Glu 


Asp 


He 


Gin 


Pro 


Asn 


Thr 


Val 


His 


Met 


Ala 


Trp 


Gin 


He 


Pro 








580 










585 










590 






Gin 


Tyr 


Phe 


He 


Leu 


Thr 


Cys 


Gly 


Glu 


Val 


Val 


Phe 


Ser 


Val 


Thr 


Gly 
-* 






595 










600 










605 








Leu 


Glu 


Phe 


Ser 


Tyr 


Ser 


Gin 


Ala 


Pro 


Ser 


Asn 


Met 


Lys 


Ser 


Val 


Leu 




610 










615 










620 










Gin 


Ala 


Gly 


Trp 


Leu 


Leu 


Thr 


Val 


Ala 


Val 


Gly 


Asn 


He 


He 


Val 


Leu 


625 










630 










635 










640 


He 


Val 


Ala 


Gly Ala Ser 


Lys 


Leu 


Ser 


Glu 


Gin 


Tro 


Ala 


Glu 


Tvr 

JL 


Val 










645 










650 










655 




Leu 


Phe 


Ala 


Ala 


Leu 


Leu 


Phe 


Ala 


Val 


Cys 


He 


He 


Phe 


Ala 


Val 


Met 








660 










665 










670 






Ala 


Tyr 


Phe 


Tyr 


Thr 


Tyr 


Thr 


Asp 


Pro 


Asn 


Glu 


Val 


Glu 


Ala 


Gin 


Leu 






675 










680 










685 








Asp 


Glu 


Glu 


Glu 


Lys 


Lys 


Lys 


Gin 


He 


Lys 


Gin 


Asp 


Pro 


Asp 


Leu 


His 




690 










695 










700 










Gly 


Lys 


Glu 


Ser 


Glu 


Ala 


Val 


Ser 


Gin 


Met 














705 










710 
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<212> DNA 

<213> Canis familiaris 



<400> 20 

atgggcatgt ccaagtcata tggttgcttt ggttacccct tgagcatctt cttcatcgtg 60 

gtcaatgagt tctgtgaaag attttcctac tatggaatga gagcactcct gattctgtac 12 0 

ttcagacggt tcatcgggtg ggacgataat ctgtccacgg ccatctacca cacgtttgtg 180 

gctctgtgct acctgacgcc gatcctcggc gcactgatcg cagactcctg gctgggaaag 240 

ttcaagacaa tcgtgtcact ctccattgtc tacacaattg gacaggcggt cactgcagta 3 00 

agctcaatta atgacctcac agactataac aaagatggaa ctcctgacaa tctgtccgtg 360 

catgtggcac tgtccatgat tggcctggcc ctgatagctc tgggaactgg aggaataaag 42 0 

ccctgtgtgt ctgcatttgg tggagaccag tttgaagagg gccaggaaaa acaaagaaac 4 80 

agattctttt ccatctttta tttggccatt aatgctggaa gcttgatttc cactattgtc 540 

actcccatgc tcagagttca cgaatgtgga atttacagtc agaaagcttg ttacccactg 600 

gcatttgggg ttcctgctgc tctcatggcc gtatctctga ttgtatttgt cattggcagt 660 

ggaatgtaca agaagtttca gccccagggt aatgtcatgg gtaaagttgt caagtgcatt 72 0 

ggttttgccc tcaaaaatag gtttaggcac cggagtaagc agtttcccaa gagggagcac 7 80 

tggctggact gggctaaaga gaaatacgat gagcggctca tctctcaaat taagatggtc 84 0 

acaaaagtga tgttcttgta catcccactc ccaatgttct gggccctgtt tgaccagcag 900 

ggctccaggt ggacactgca agcaacagct atgagtggga aaattggact tcttgaagtt 960 

cagccagatc agatgcagac tgtgaatgcc atcttgattg tcgtcatggt ccccatcatg 102 0 
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gatgccgtgg tgtaccctct gattgcaaaa tgtggcttca atttcacctc cttgaagagg 1080 

atgacagttg gaatgttcct ggcttccatg gccttcgtga tggcggcgat tgttcagctg 1140 

gaaattgata aaactcttcc agtcttcccc aaacaaaatg aagtccaaat caaagtactg 12 00 

aatataggaa atggtgccat gaatgtatct tttcctggag cggtggtgac agttagccaa 1260 

atgagtcaat cagatggatt tatgactttt gatgtagaca aactgacaag tataaacatt 1320 

tcttccactg gatcaccagt cattccagtg acttataact ttgagcaggg ccatcgccat 1380 

acccttctag tatgggcccc caataattac cgagtggtaa aggatggcct taaccagaag 1440 

ccagaaaaag gagaaaatgg aatcagattt ataaatagtc ttaatgagag cctcaacatc 1500 

accatgggcg acaaagttta tgtgaatgtc accagtcaca atgccagcga gtatcagttc 1560 

ttttctttgg gcacaaaaaa cattacaata agttcaacac aacagatctc acaaaattgt 162 0 

acaaaagttc tccaatcatc caaccttgaa tttggtagtg catataccta tgtaatcgga 1680 

acgcagagca ctggctgccc tgaattgcat atgtttgaag atatttcacc caacacagtt 1740 

aacatggctc tgcagatccc gcagtacttc ctcatcacct gcggcgaggt ggttttctct 1800 

gtcacaggac tggagttctc atattctcag gccccctcca acatgaagtc ggtgcttcag 1860 

gcgggatggc tgctgacagt ggctgttggc aacatcattg tgctcattgt ggcaggagca 192 0 

ggccagttca gtgaacagtg ggctgaatac atcctatttg cggcattgct tctggttgtc 1980 

tgtgtaatat ttgccatcat ggcccggttt tacacttacg tcaatccagc agagattgaa 2040 

gctcagtttg acgacgatga gaaaaagaac ctggaaaaga tgaatgtata ttccacggta 2100 

actccggtct cacagacaca gatg 2124 



<210> 21 

<211> 708 

<212> PRT 

<213> Canis familiaris 





<400> 21 










yy 


1 






Ser 


Lys 
5 


Ser 


Tyr 




Phe 


Phe 


He 


Val 


Val 


Asn 


Glu 










20 








Met 


Arg 


Ala 


Leu 


Leu 


He 


Leu 


fu 






35 










Asp 


Asn 


Leu 


Ser 


Thr 


Ala 


He 




50 










55 




Leu 


Thr 


Pro 


He 


Leu 


Gly 


Ala 




65 










70 




O 


Phe 


Lys 


Thr 


He 


Val 


Ser 


Leu 












85 








Val 


Thr 


Ala 


Val 


Ser 


Ser 


He 


3 

% u 








100 










Gly 


Thr 


Pro 
115 


Asp 


Asn 


Leu 


Ser 




Leu 


Ala 
130 


Leu 


He 


Ala 


Leu 


Gly 
135 




Ala 


Phe 


Gly 


Gly 


Asp 


Gin 


Phe 




145 










150 






Arg 


Phe 


Phe 


Ser 


He 
165 


Phe 


Tyr 




Ser 


Thr 


He 


Val 
180 


Thr 


Pro 


Met 




Ser 


Gin 


Lys 
195 


Ala 


Cys 


Tyr 


Pro 




Met 


Ala 
210 


Val 


Ser 


Leu 


He 


Val 
215 




Lys 


Phe 


Gin 


Pro 


Gin 


Gly 


Asn 




225 










230 






Gly 


Phe 


Ala 


Leu 


Lys 


Asn 


Arg 



245 



Gly 


Cys 


Phe 
10 


Gly 


Tyr 


Pro 


Leu 


Ser 
15 


He 


Phe 


Cys 
25 


Glu 


Arg 


Phe 


Ser 


Tyr 
30 


Tyr 


Gly 


Tyr 


Phe 


Arg 


Arg 


Phe 


He 


Gly 


Trp 


Asp 


40 










45 








Tyr 


His 


Thr 


Phe 


Val 
60 


Ala 


Leu 


Cys 


Tyr 


Leu 


He 


Ala 


Asp 
75 


Ser 


Trp 


Leu 


Gly 


Lys 
80 


Ser 


He 


Val 
90 


Tyr 


Thr 


He 


Gly 


Gin 
95 


Ala 


Asn 


Asp 
105 


Leu 


Thr 


Asp 


Tyr 


Asn 
110 


Lys 


Asp 


Val 


His 


Val 


Ala 


Leu 


Ser 


Met 


He 


Gly 


120 










125 








Thr 


Gly 


Gly 


He 


Lys 
140 


Pro 


Cys 


Val 


Ser 


Glu 


Glu 


Gly 


Gin 
155 


Glu 


Lys 


Gin 


Arg 


Asn 
160 


Leu 


Ala 


He 
170 


Asn 


Ala 


Gly 


Ser 


Leu 
175 


He 


Leu 


Arg 
185 


Val 


His 


Glu 


Cys 


Gly 
190 


He 


Tyr 


Leu 


Ala 


Phe 


Gly 


Val 


Pro 


Ala 


Ala 


Leu 


200 










205 








Phe 


Val 


He 


Gly 


Ser 
220 


Gly 


Met 


Tyr 


Lys 


Val 


Met 


Gly 


Lys 
235 


Val 


Val 


Lys 


Cys 


He 
240 


Phe 


Arg 


His 
250 


Arg 


Ser 


Lys 


Gin 


Phe 
255 


Pro 
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Lys Arg Glu His Trp Leu Asp Trp Ala Lys Glu Lys Tyr Asp Glu Arg 

260 265 270 

Leu lie Ser Gin lie Lys Met Val Thr Lys Val Met Phe Leu Tyr lie 

275 280 285 

Pro Leu Pro Met Phe Trp Ala Leu Phe Asp Gin Gin Gly Ser Arg Trp 

290 295 300 

Thr Leu Gin Ala Thr Ala Met Ser Gly Lys lie Gly Leu Leu Glu Val 
305 310 315 320 

Gin Pro Asp Gin Met Gin Thr Val Asn Ala lie Leu lie Val Val Met 

325 330 335 

Val Pro lie Met Asp Ala Val Val Tyr Pro Leu lie Ala Lys Cys Gly 

340 345 350 

Phe Asn Phe Thr Ser Leu Lys Arg Met Thr Val Gly Met Phe Leu Ala 

355 360 365 

Ser Met Ala Phe Val Met Ala Ala lie Val Gin Leu Glu lie Asp Lys 

370 375 380 

Thr Leu Pro Val Phe Pro Lys Gin Asn Glu Val Gin lie Lys Val Leu 
385 390 395 400 

Asn He Gly Asn Gly Ala Met Asn Val Ser Phe Pro Gly Ala Val Val 

405 410 415 

Thr Val Ser Gin Met Ser Gin Ser Asp Gly Phe Met Thr Phe Asp Val 

420 425 430 

Asp Lys Leu Thr Ser He Asn He Ser Ser Thr Gly Ser Pro Val He 

L* 435 440 445 

JZ Pro Val Thr Tyr Asn Phe Glu Gin Gly His Arg His Thr Leu Leu Val 

y 450 455 460 

y Trp Ala Pro Asn Asn Tyr Arg Val Val Lys Asp Gly Leu Asn Gin Lys 

SQ 465 470 475 480 

r "4 Pro Glu Lys Gly Glu Asn Gly He Arg Phe He Asn Ser Leu Asn Glu 

=p 485 490 495 

Q Ser Leu Asn He Thr Met Gly Asp Lys Val Tyr Val Asn Val Thr Ser 

f|j 500 505 510 

His Asn Ala Ser Glu Tyr Gin Phe Phe Ser Leu Gly Thr Lys Asn He 
jL* 515 520 525 

?% Thr He Ser Ser Thr Gin Gin He Ser Gin Asn Cys Thr Lys Val Leu 

S 530 535 540 

Gin Ser Ser Asn Leu Glu Phe Gly Ser Ala Tyr Thr Tyr Val He Gly 
545 550 555 560 

O Thr Gin Ser Thr Gly Cys Pro Glu Leu His Met Phe Glu Asp He Ser 

565 570 575 

Pro Asn Thr Val Asn Met Ala Leu Gin He Pro Gin Tyr Phe Leu He 

580 585 590 

Thr Cys Gly Glu Val Val Phe Ser Val Thr Gly Leu Glu Phe Ser Tyr 

595 600 605 

Ser Gin Ala Pro Ser Asn Met Lys Ser Val Leu Gin Ala Gly Trp Leu 

610 615 620 

Leu Thr Val Ala Val Gly Asn He He Val Leu He Val Ala Gly Ala 
625 630 635 640 

Gly Gin Phe Ser Glu Gin Trp Ala Glu Tyr He Leu Phe Ala Ala Leu 

645 650 655 

Leu Leu Val Val Cys Val He Phe Ala He Met Ala Arg Phe Tyr Thr 

660 665 670 

Tyr Val Asn Pro Ala Glu He Glu Ala Gin Phe Asp Asp Asp Glu Lys 

675 680 685 

Lys Asn Leu Glu Lys Met Asn Val Tyr Ser Thr Val Thr Pro Val Ser 

690 695 700 

Gin Thr Gin Met 
705 
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